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ABSTRACT

Aim To determine angiotensin converting enzyme
(ACE) gene insertion/deletion €I/D) polymoprnhism
in patients with coronary heart disease (CHD) and its
relation with serum ACE levels.

Methods
and 63 healthy people were detected by PCR, and their

ACE genotypes of 61 patients with CHD

serum ACE levels were concomitantly measured by mi-
crocolorimetric assay.

Results The frequency of DD genotype in patients
with CHD was significantly higher than that in control
group and patients with DD genotype have higher
serum ACE levels.

Conclusion ACE gene polymorphism is closely re-
lated to serum ACE level and DD genotype of ACE
gene may be the independent risk factor of coronary
heart disease in Chinese.
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wmE HA LS/ EH 2T RK & Hirfg (ACE)
REAHEAN/HE2A/D)SEHSFALE K ACE K
FHMAM ERASEBRBAEFTEINZLT 61 AL
mEEF 3B EALNY ACEXBI/D 554, #
AMNBEFLE XMLk ACEXE, URAN.E
CAEEFACEXB DD Y EARFEES THBa,
B DD AR X AAK Hey ek ACE K-F, &5 ACE
2RI/D 54550k ACEXx &4 %,DD &
ACEABATHRAFTEHARZCARANBIARAET,

x#id 2 ETREKEHRE; LA SSH; AUA

I ¥ 5k F ¥ #:B8 (angiotensin converting
enzyme, ACE)E B E M EEXKEE S
(renin-angiotensin system, RAS)R EFHE
fERLAMEMMERKE I (9~ EMBE B
Bk 8% - DA TT 0 2 8 19 1A 5K 7 - UL 4 3
HESHEOFRHEFRIE, BFEREELAA
R ACE EFEF 16 HEFH—BIKEND 287 bp
RIEA B, B ACE ZFE A3 A /R % (in-
sertion/deletion, 1/D) Z &4 . K ATX 25K 3
Fk& LR R B EH ACE £E S EH
A RES5ME ACE /KB H#1T T BF

K.

1 MEF0FE
1.1 HREXNR
1.1.1 XxB4 AR HRERFCHCEREH
B 1996 F 1 A~1996F 12 AF LigREERK
HERLEEMEREE . L6016, 958K ki
FUFEHFFEEL NXANIULE R BEAE R,
®ERE 2>50%,
1.1.2 XE4 34MENMEERELHKEER
1996 £ 10 AN HAEF, CaB. BEXER R
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BHAKHEERE.

FeadmEd ARSFR.AXAR UEE.
¥E.AEEM. ATFENTOPZNLORERR, HF
WMERAEe o REME, ULLBRRENN . T8
HEn MBS EE IS ER R TEEEEK
HACEXES AHMESN, BART T,

1.2 OROFRERFRNNE

BA BB A2 000 c/min B 10 min, 2 K &
A —7WCREIARRNE, ACENRXTNMEILL
MEED, USRRUERYEHR . EEFHIRRE
Ho_FREXFRMAB-HE I AL EF.L 458
nm & #FHE, | MACE S8 BN EXHEIITTF.
FHEFEADKEAA>4 Inmol ZER.

(Ar-As) X 76. 62
ACE()= As

At As W As R R AMER . THXRGAEE 458
nm & X F XM OD),
1.3 MEFREREGRMER /D SEHRA
NEERK FiednBh@mE €4 DNA,
# # Rignt it —3t 31 %, L83 44 5'-CTGGA-
GACCACTCCCATCCTTTCT-3', T # 3 # & 5-
GATGTGGCCATCACATTCGTCAGAT-5 .4 B &
# PESSOO PCRy #{{ P77, 9BCH E# 5 min,
DNA £ 435 Mm% X 93T % 30s,66Cik x40
i 1min, A PCR Marker f A £ B 7% A £ 47,
REF#HAH19bbp k2 RDEEEEIR 450
bp kABAKFRNELEA), AL DDDIRAT Z #
E 3K
1.4 i8R
ACRELBAZW ACEEHI/D S AR
FUHABRRXCRAGEFVZR.2EBLM
ACEZ#ULRREFT 241,

2 4R
2.1 MEFRKRFZBBBER /D SFZELH
ip]e st

B & (Table) & 1 #1@E 2(Figure 1.2)
FofLAFH . EOREH ACE 2FE DD £HE
HAHENINE SHREHUNHEIEESRS
(P<0.01), BLUBA2THREIHFTRES.
DD RER G 48.1%,34 HIRUZ KA F L E#H
TREP.DD EERL 44. 1%, WEF LR TH
BER.

2.2 MFREEXRANEEIE SH 0N KF
pyiExE
SENANAECREEF=HEET MW
ACE K ¥ H. 4 ./ 3(Figure 3) . 8 R 2R
AN 2L EERREAM N
ACEXFZHABFER HERFTEH DD
AS5DILORNZEMERFER. MK ACE K
VDD BE®WN.DI WEXRZ, I WERME. &
AR, XENMFEFERN LN ACE
FEEXZEN 420, 58 ACE FHEHED

55% Bt . ACE 2 I/D £ E I HE 55%

W ACE 8% R.

Table. ACE gene I/D polymorphism distribution In
CHD and control group.

Groupe " DDA e DIC%)
Control 63 13020.6) 21033 3 29(46.0)
CHD 1  28145.9)* 111800 22¢36. 10
Single vessle 27  13(48,1) 5¢18.5) 9331 3)
Multiple vesales 34 156441 6€17.6) 13¢38. 23
8 ; P<D.01. compared with coarrol group.
PDOD II DI DDDI DD I DDM bp
1 543
994
895
518
377
237
DD DI TIDD DIDD LI DD DD M bp
Figure 1. ACE genotypes in CHD group.
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BOMENZEAEREMEERE.RE
FHUARHRERNE, HRBEHIERTCHER
3l RERBRFE LI FEE LR H
ERMEEMmmZES. ACE ZHRLCOBE
weREER, HECROTRRET T8
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Figure 2. ACE genotypes in control group.
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Figure 3. Serum ACE levels in three kind of ACE
genolypes., . P<<0.001, » ».FP<{0. 0l. compared
with DI and Il génotype.

Tw . T REIMNFEMREXHGRH A$ ACE
EADFUERASHLORENHAX ", K
EABRTEHAXEHEENEY . ABORERY
W fERER.

RiNHEMEORBELW AT ME X
HIEAN KB EA Y EERE.LEER L
KL Fn. FeHodRIRERTETETEA
R RRE . dORE SR A EBRF W S .
HESHUORERAXHERYRLHE X
B mEEENAEKMENREBREN . ASH
FEOBCEmM A ST HEBR T3 ACE ZH %
SHERME. FERERSRRTENE
AP 0m A BMGREE AR ACEXE I/
DESHSTEREER DD RAIEEHSHE LR

EUMEX, B ORERNERATF.EUTES
AR BEFERE X,

BNERZR.ACEXHI/D 2EHS5TM
S kE Mm% ACE KFHEREX.DDAE
mi#% ACE KFR®. Il HERK XFEEH
TIAREE SS%AY MW ACE SR, Gltigid.
ACE 2B 54 o] figili ot W ACE K- %
B LRl M. ACE o[ {E i R K | §67F
HEMERFER . MERER 1 B—FRAM
BB ) L 3 PT R CRF RS B A BR R A 4 4
WREEM. SR KMMEE,. B/0ACE T5R¥K
ok i) BB A 7 36 . DA T S A 2 3 o 7 M UL 4 B
WA ZRAREEERABELEEES
ZAHY R R LR, L%
B A e R x4 o B ACE 0 %) ¥ &9 ¥
BOET — 4 F R 3R B RO 2 W TG TT
R KFrIRERA & .
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