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Aim  To explore the correlation between CGG triplet repeat polymorphism on the 5° non— coding region of

very low density lipoprotein receptor ( VLDLR) gene and coronary heart disease (CHD) m Chinese Han nationality, 235 subjects

with no blood links in Hubei region, including 75 cases with CHD and 160 healthy controls were studied.

Methods  Poly-

merase chain reaction ( PCR) — denature polyacrylamide gel electrophoresis— silver stain technique was employed to determine the

CGG triplet repeat polymorphism of VLDLR gene.

Results

The Chinese Han nationality in Hubei region has VLDLR gene

polymorphism, 4 alleles with 5, 8, 9, 11 CGG triplet repeats and 8 genotypes with 5/5, 5/8, 8/8, 89, 99, 59, 8§11 and 5/

11 were detected.

CHD and normal controls ( P> 0.05) . Conclusions
region and such polymorphism has ethnic difference.

CHD. It is not an independent risk factor.
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Figure 1.  Patterns of VLDLR gene PCR products.
3.5.6.8~ 10: correspond to 5/5.8/8.9/9.5/8.5/9.5/11.8/9.8/11; Lane 4:
pBR 322 DNA/Hae @Markers; Lane 7: pBR 322 DNA/Msp iv Markers.
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Table 1.  Genotype frequencies of CGG triplet repeat in VLDLR gene in CHD and control groups.
Genotype frequency (%)
Groups n
5/5 5/8 8/8 5/9 8/9 9/9 811 5/11
Control 160 13.1 41.9 26.9 6.9 8.8 0.6 1.2 0.6
CHD 75 14.7 44.0 24.0 8.0 5.3 0.0 0.0 4.0
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Table 2.  Allele frequencies of CGG triplet repeat in VLDLR
gene in CHD and control groups.

Allele frequency (%)

Groups n
5 8 9 11
Control 160 38.3 53.3 7.8 0.6
CHD 75 42.6 48.7 6.7 2.0
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