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MeSH
ABSTRACT

Drosophila;  Heart Development;

reseach aims at approaching genes controlling human congenital heart disease.

Lethal Lines;  Immnochemistry;

Aim The developmental pattern of early heart in drosophila is remarkably similarity that in vertebrate.

Candidate Genes;  Cytological Positions
This

Methods In order to clone and identify new

genes that are involved in drosophila heart development, after establishing the balanced lethal lines, 310 lethal lines were screened

with Mab No. 3 antibody expressed in heart cells of drosophila.

Results 63 of them showedmutant phenotypes. Conclur

sions  Afier examined with drosophila deficient stocks of chromosome 2 and 3, the cytological positions of 14 lethal lines have been

determined.
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Candidate genes located i these cytological positions are searched and discussed.
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The phenotype of mutant lines

Abnormality region Mutant lines

Percentage( % )

Increase of heart cells

The 4th to 7th ventral segment

The whole heart

Decrease of the 3th thoracic to 3th ventral segment
and increase of the 3th to 7th ventral segment

Decrease or deletion
The 2th to 5th ventral segment

The 3th to 4th or 3th to 5th ventral segment

Deletion of  both lines of antero— lateral heart

cells
Deletion of one line of antero— lateral heart cells

Aberation of heart
Looping pattern of heart
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Deficient region
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The cytological positions of new mutants
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The possible candidate genes of new mutants

Mutant lines Transcription factor

Translation factor

Kinase Signal fator Other function
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