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Aim  To identify, clone and sequence Chinese mature Phospholipicl Transfer Protein ( PLTP) peptide gene.

Methods Total RNA was extracted from Chinese fetal liver tissue, ¢DNA fragment encoding human PLTP was amplified by

RT-PCR using specific primers, and then was cloned into pGEM-T vector.

Sequencer.

Results Chinese PLTP gene was successfully cloned.

Inserted PLTP gene was sequenced by ABI 377 DNA

Conclusion  Analytical result indicates it is 1 428

base pairs in length and has 100% nucleotide homology with that reported previously.
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Figure 1.
of PLTP gene.

The agarose gel electrophoresis for RT-PCR product
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Figure 2. Restriction pattern of the recombinant plasmid.
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3.
Figure 3.

1 GAGITCCCAG GCTGCAAGAT CCGCGTCACC TCCAAGGCGC TGGAGCTGGT

51 GAAGCAGGAG GGGCTGCGCT TTCTGGAGCA AGAGCTGGAG ACTATCACCA
101 TTCCGGACCT GCGGGGCAAA GAAGGCCACT TCTACTACAA CATCTCTGAG
151 GTGAAGGTCA CAGAGCTGCA ACTGACATCT TCCGAGCTCG ATTTCCAGCC
201 ACAGCAGGAG CTGATGCITC AAATCACCAA TGCCTCCITG GGGCTGCGCT
251 TCCGGAGACA GCTGCTCTAC TGGITCITCT ATGATGGGGG CTACATCAAC
301 GCCTCAGCTG AGGGTGTGTC CATCCGCACT GGTCTGGAGC TCTCCCGGGA
351 TCCCGCTGGA CGGATGAAAG TGTCCAATGT CT'CCTGCCAG GCCTCIGTCT
401 CCAGAATGCA CGCGGCCITC GGGGGAACCT TCAAGAAGGT GTATGATTTT
451 CTCTCCACGT TCATCACCTC AGGGATGCGC TTCCTCCTCA ACCAGCAGAT
501 CTGCCCTGTC CTCTACCACG CAGGGACGGT CCTGCTCAAC TCCCTCCTGG
551 ACACCGTGCC TGTGCGCAGT TCTGTGGACG AGCTTGTTGG CATTGACTAT
601 TCCCTCATGA AGGATCCTGT GGCITCCACC AGCAACCTGG ACATGGACIT
651 CCGGGGGGCC TTCITCCCCC TGACTGAGAG GAACTGGAGC CTCCCCAACC
701 GGGCAGTGGA GCCCCAGCTG CAGGAGGAAG AGCGGATGGT GTATGTGGCC
751 TTCTCTGAGT TCITCTTCGA CTCTGCCATG GAGAGCTACT TCCGGGCGGG
801 GGCCCTGCAG CTGITGCTGG TGGGGGACAA GGTGCCCCAC GACCTGGACA
851 TGCTGCTGAG GGCCACCTAC TITGGGAGCA TTGTCCTGCT GAGCCCAGCA
901 GTGATTGACT CCCCATTGAA GCTGGAGCTG CGGGTCCTGG CCCCACCGCG
951 CTGCACCATC AAGCCCTCTG GCACCACCAT CTCTGTCACT GCTAGCGTCA
1001 CCATTGCCCT GGTCCCACCA GACCAGCCTG AGGTCCAGCT GTCCAGCATG
1051 ACTATGGACG CCCGTCTCAG CGCCAAGATG GCTCTCCGGG GGAAGGCCCT
1101 GCGCACGCAG CTGGACCTGC GCAGGTTCCG AATCTATTCC AACCATTCTG
1151 CACTGGAGTC GCTGGCTCTG ATCCCATTAC AGGCCCCTCT GAAGACCATG
1201 CTGCAGATTG GGGTGATGCC CATGCTCAAT GAGCGGACCT GGCGTGGGGT
1251 GCAGATCCCA CTACCTGAGG GCATCAACIT TGTGCATGAG GTGGTGACGA
1301 ACCATGCGGG ATTCCTCACC ATCGGGGCTG ATCTCCACIT TGCCAAAGGG
1351 CTGCGAGAGG TGATTGAGAA GAACCGGCCT GCTGATGTICA GGGCGTCCAC
1401 TGCCCCCACA CCGTCCACAG CAGCTGICTG A

FEABERCEREENFTIS .
Sequence analysis of Chinese PLTP gene.
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