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[ ABSTRACT]
established by Roche Molecular Systems ( RMS) .

Cardiovascular Disease;  Genes;

RMS, genotyping was done for the Chinese from different regions ( Beijing and Hong Kong) and a French population.

Center ¢ National Clinical Chemistry, Ministry o Health, Bejing 100730, China)
Polymorphism;

Multilocus Genotyping Assay

Aim To mtroduce a multilocus genotyping assay for candidate genotypes of cardiovascular disease ( CVD)

Methods By applying the regents, materials and the protocol provided by

Results

By comparing the allelic frequencies between the Chinese from different regions and between the Chinese and the French popula-

tions, no significant difference was found for each allelic frequency between the two Chinese groups, but some allelic frequencies

significantly differed between the Chinese and the French populations.

Conclusions This multilocus genotyping assay estab-

lished by RMS is a rapid, convenient and efficient method in determining the genotypes possibly related to the development of CVD

in a large scale population study for the genetic risk of CVD.
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Z(strip B) LA R AR HFREA XX ENER
5141, 3 13 7,

1.2.3 Strip A #= Strip B £ 89 4% F BRAKA & A
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. BME—EERRESRFXNE RERE: #
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Fu fig % ¥ A B8 ( lipoprotein lipase, LPL) . X % F 47 3
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455C. C1100T. C3175G #1 T3206G) « CETP( Ile405Val
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Arg 3 500 Gln) \EARE A C @)(T-625del. C-482T. T-
455C. C1100T. C3175G 1 T3206G) CEIP ( Ile40
5Val, Asp442Gly). LPL (T-93G. T-39C. Asp9Asn.
Asn291Ser il Serd47Term) Fl PON( GIn192Arg) » fEIX
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1. RMS #&l MR ERR S SMHMEELESR.

Figure 1. RMS genotyping result patterns of the PCR prod

ucts.

2 A EONHE A, ATEA K 2 A LPL B RAL A7
£, B LPL-93T/G A1 Asp9Asn, A [H Tk E ANF. &+
B\ 2 ] 5 1 L S5 A3 ik PR A 26 o0 A TR A B3 22
SMAREES B Thllles HEEH C @ -
482C/T. 1100C/T. 3175C/G Al 3206T/G ). CETP
(405Tle/Val)  LPL ( = 93T/G A1 Asp9Asn) #1 PON
(GIn192Arg) A7 s SEAL FE RN R B3 £ R .
2.2 R FEMEEAR Srip B ZTEFMNER
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2. RMS FAERNPEASEREREEFRBNER.
Figure 2. Results of the RMS genotyping in the Chinese popula-
tion.

L. B9 32 ACE (/D) JATIIR( A1166C) \AGT
(Met235Thr) « CBS ( 11e278Thr 1 Gly307Ser) - MTHFR
(C6TTT) « Factor V ( Arg506GIn) « Fibrinogen B ( G -
455A) « GPIlla ( Leu33Pro) Al ELAM ( G98T+ Ser128Arg
A Leu554Phe) « 7E 1 B AN B H, WA K I LA 2 H
)58 A5 2 A % [K: GP @) Leu33Pro) . Factor V
(ArgS06GIn) 11 ELAM (G98T Fl Ser128Arg) , &3 /N[
TR E NG A I I A AR S A R A
BEAF. HZ B Factor V(Arg506GIn) Al ELAM
(Leu554Phe) 4, 1 E A F1iE B N 7L H B A0 F
AR EZR(K 1, Table 1) .
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x1. HEAMEEAFMERNELR.
Table 1.  Comparison of the allelic frequencies between Chi-
nese and French subjects.
Beijing  Hong Kong  French
Allele
(n=208) (n=206) (n= 200)
apoEl e 0.09 0.102 0. 096
€ 0. 87 0. 806 0. 803
el 0.04 0. 092 0. 101 0.9%4
apoB (71) The  0.87 0. 84 0. 68
Tle 0.13 0. 16 0.32 < 0.001
apoC @(- 625) T 0.63 0. 563 0. 65
Del 0. 36 0. 437 0.35 0.07
apoC  @)( - 482) C 0. 63 0.612 0. 765
T 0.37 0. 388 0.235 < 0.001
apoC  @)( - 455) T 0. 64 0. 602 0.67
C 0. 36 0. 398 0.33 0.15
apoC @(1 100) C 0. 40 0.422  0.765
T 0. 60 0.578 0.235 < 0.001
apoC  @)(3 175) C 0. 69 0.718 0.915
G 0.31 0.282 0.085 < 0.001
apoC @(3 206) T 0.33 0.233  0.685
G 0. 67 0.767 0.315 < 0.001
CETP (405) Ile 0.5l 0.529 0.73
Val 0. 49 0.471 0.27 < 0.001
CETP (442) Asp 0.99 0. 985 1.00
Gly 0. 01 0.015 0 0.09
LPL (- 93) T 1. 000 1.00 0.97
G 0 0 0.03 0.01
LPL (9) Asp  1.000 1. 00 0.975
Asn 0 0 0. 025 0.02
LPL (447) Ser  0.86 0.893 0.91
Ter 0. 14 0. 107 0.09 0.57
PONI (192) Gln 0.35 0. 359 0. 68
Arg 0. 65 0. 641 0.32 < 0.001
ACE 1 0.57 0. 636 0. 465
D 0.43 0. 364 0.535 0. 001
ATIIR (1 166) A 0.97 0.942  0.755
C 0.03 0. 058 0.245 < 0.001
AGT (235) Met 0.24 0.15 0. 585
Thr 0.76 0.85 0.415 < 0.001
CBS (278) lle 0.99 1. 00 0. 925
Thr 0. 01 0 0.075 < 0.001
MTHFR (677) C 0.63 0.777 0.65
T 0.37 0.223 0.35 0. 005
GPIII (33) Leu 1. 000 1. 00 0. 84
Pro 0 0 0.16 < 0.001
Fibrinogen (- 455) G 0.84 0.721 0. 80
A 0.16 0.279 0.20 0.70
Factor V (506) Arg 1. 000 1. 00 0. 964
Gln 0 0 0. 036 0. 007
ELAM (98) G 1. 000 1.00 0.90
T 0 0 0.10 < 0.001
ELAM ( 128) Ser  1.000 1.00 0. 905
Arg 0 0 0.095 < 0.001
ELAM (554) Lew  0.94 0.951 0.95
Phe 0. 06 0. 049 0. 05 0.95

3 1R

LR 22 A MEAE A0S I By SRR A L 595 R I PR
RILRIT BRI R N AP S R A R
X, R 3 ] 22 A PR A W D7 VA I B AL T o
RMS #F 72 A CVD it R B RN T, AL 2 AL A
Z AL B AL A A 073, N R N BEBIE 9T CVD i
15 fE 18 IR Z 5L 1 FEAitth, Cheng a2 2 RS T X e
R SE AL 5K B N RVE T CVD ik LA

RMS 2[RI R 73 8 77 2 FR) e KA m e AN PR
HE A B E 2 S ITE S — DR 2 SRR A
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R, sl et 5l A R inid F R ER
TERS IR AT YE R b 1) [ 7€ 55
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FEr 2y, oM e B R A TAE. 7 m)m
BRAMEAE To0F e B 48 4 2 1 A e 0 SR By, Al
A ER AN S5 =8 XA, AR B s, Hean K
PR Strip 25 B FH RS FTIEAH R4t

AR S0, A0 R IS AR ) B Strip 434 7
Ea— K, 1H2 RMS 43087 7 V5 LL AR 08 v 4
BAGWIGRN R B2 MER, HERMEH
Bt A R T X MOTERHE AN %07 A
TAHEXE A B T 5 3RATT BT 50 8 B 50 5 K]
LB SRR R AR KR, DUE BRI B
INfT) T AR N R B R 3 DR AR B A R R, & A
Tl PR S5 2 MR AR AT i M AR 7T . BAR KA
FIREAR B AR AR R, H 2 B 7 VAT A A R b X
o AR AL B NFEAR ) S5 R AR BIR T
Nty PR e I B NS A SR ES NS B i R G =
FH T 16 e % 32 26 A A2 38 3 0 s & N CVD K
FHIRIE AL R R A € 1), BT DA BN AT e AE R 28 A A
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[ & 3C#k)

[1] Cheng S, Pallaud C, Grow MA, et al.
Clin Chem Lab Med, 1998, 36: 561-566

[2] Cheng S, Grow MA, Pallaud C, et al. A multilocus genotyping assay for candr
Genome Res, 1999, 9: 936949

A multilocus genotyping assay for cardio

vascular disease.

date markers of cardiovascular disease risk.

(iR REH)





