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[ ABSTRACT] Aim
BL21( DE3).

E-thioredoxin fusion protein was separated by Ni** affinity column.
Results Apo E2. Apo E3 and Apo E4 were produced by this method, with

Conclusions A new system for separation and purification of human recombinant Apo E was suc

fied by Sephacryl S-300 gel filiration column.
high yield and high purity.
cessfully established.
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Expression;

Purification

To separate and purify human recombinant apolipoprotein E ( Apo E) from Escherichia coli strain

Methods PET32a Apo E constructs were transformed into BL21 and protein expression was induced.  Apo

After digestion of thioredoxin by thrombin, Apo E was puri-
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1.2 EHEHEERE WFRE

¥4 #H B & B E DNA B PET32a %A 8 ki1
T7 % 35 & # BL21(DE3), BUFH ¥ 52 &, M4 T 100
mL LB # 5 ( &2 AT FE % 100 mg/L) F, 37 C#
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4,37 CH 72| 550 nm WX E K 0.5~ 0.6 £ FHF
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1. Sephacryl $-300 BT R B IEH I BHEER E.
Purification of Apo E by Sephacryl S300 gel filtra-
Peak 1: Apo E; Peak 2: Trx.

Figure 1.
tion column.
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2. RAKBRRKEKEECEEREELE S BEHEK
BRERHMEEA.

SDS PAGE analysis of total proteins at various
steps during purification procedure.  Lanes: 1: -IPTG; 2: +
IPTG; 3: After Ni?* affinity column; 4: Thrombin digestion; 5: Purified

Figure 2.

Apo E from Sephacryl $-300 column.
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