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[ ABSTRACT)]
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Gene Expression

Aim To investigate cholesterol induced atherogenesis molecular mechanism, clone and analyse the differen-

Methods Suppression subtractive hybridization

(SSH) method is used to isolate the differentially expressed cDNA in human umbilical vein endothelial cell induced by cholesterol.

After sequencing and homology analysis, ten differentially expressed cDNA fragments are selected and analysed by reverse tran-

scriptiorr polymerase chain reaction( RT-PCR) . Results
isolated.

proteasome subunit (type and so on) .

that are identified by RT-PCR have the same expressed tendency as SSH discovery.
fragments have been accepted by GenBank as novel expressed sequence-tags ( EST) .

Seventeen of them are known genes, the other six are unknown genes.

Twenty-three differentially expressed ¢cDNA fragments have been

The known genes include thrombospondirr 1,

The ten elective ¢DNA fragments ( including four known genes and six unknown genes)

Six differentially expressed unknown cDNA
Conclusion The high level expression

of thrombospondirr 1 and the low level expression of proteasome subunit (type) in endothelial cell induced by cholesterol may be

related to cholesterol induced atherogenesis.
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Figure 1. Results of SSH PCR amplified differentially expressed

cDNA from subtraction experiment M: 100 bp DNA marker; 1:

reverse subtraction group, unsubtraction sample; 2: reverse subtraction
group, subtraction sample; 3: forward subtraction group, unsubtraction sam-

ple; 4: forward subtraction group, subtraction sample.
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Table 1. The expression tendency of the differentially expressed
genes in endothelial cell induced by cholesterol
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Figure 2. RT-PCR analysis of unknown differentially expressed
genes mRNA level in endothelial cell 1 and 3: RT-PCR products
of endothelial cell induced by cholesterol; 2 and 4: RT-PCR products of con-
trol endothelial cell; M: 100 bp DNA marker.  The size of PCR amplifica-
tion product: B-actin contain 541 bp, F13 contain 123 bp, F110104 contain
233 bp.
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Figure 3. RT-PCR analysis of known differentially expressed
genes mMRNA level in endothelial cell 1 and 3: RT-PCR products
of endothelial cell induced by cholesterol; 2 and 4: RT-PCR products of con-
trol endothelial cell; M: 100 bp DNA marker. The size of PCR amplifica-
tion product: B-actin contain 541 bp, TSP-1 contain 220 bp, Proteasome con-
tain 325 bp.
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