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Aim To analyze the expression profile of lipid metabolisnrrelated genes in human fetus liver by ¢cDNA mi-
Methods 33P-labeled cDNA probes were prepared by RT-PCR using mRNA
from human fetus livers of the first and the third trimester of the gestation.
The hybridizing signals were scanned by ELA-300 Plate/ Fluorescent Image Analyzer.
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The probes were hybridized with human gene chip
The differential

Results The expression of fatty acid decomposatiorr

related genes increased and the expression of genes associated with fatty acid and cholesterol synthesis decreased with the increase

of the gestation, among 28 differential expressed genes ( at least 2 fold) .

that the contents of total cholesterol and triglycerides decreased with the increase of the gestation.

Measurement of lipids levels in 15 fetus livers showed

Conclusion The synthesis

of cholesterol and triglycerides and their levels in fetus livers would decrease as the fetus develops.
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Figure 1. Expression profiling of 16363 clones between human
fetal liver at the first and the last trimester of gestation

2.2 BEBREHEXERREEL

TEHE NI FC 00 AT A5 JE R A, A e 55 BB AR A 5%
MRERILA 135 % BEEMBRI R E R, ZRK
K 2B ER R LA 28 44(20. 7%) ; H A 8 %%
FEF(5.9%) BEAR IS K 20 LS, A 20 &%
Rl 14. 8% ) 2H T F#a% . XEIER /5925 T 1
A U B O R A VR 2l B BB 4. 2 B L
FESREFRMREHCERTIEE K NER 1
(Table 1) .
2.3 ELRIRHKFEE PCRME

PR RN 22 57 3R 08 B8 4 PR AR AE 5%
R e S2it e k2K 2 B PCR WIE, Hdh 2 581k



CN 43-1262/R # EFfkhEL44 & 2003 285 11 52 3 205

® 1. EREEXERNINGES ER

Accession 1D FE K 44 FR i B Za 1 3
RE AT ER £ 15
AA706930 JEWRE & E O, i 8.3
AC004770 JE 7 1R 25 H R 1 5.2
AC004770 JIE 7 1R 2V R g 3 5.2
X07228 i giEL 2.5
U62317 PRI B Bk i % F g 1 0.43
BB E B2 X i
AL022163 & B TR A 3.0
NM_012213 W IR A A B RIS 2.3
s R
U62317 2 MR 0.43
AT I B
U50748 JEE N 7.8
AL022721 It S Ak A A T S 2 A S 2.3
AL050337 FIME v 21 2.1
AL022721 IR R KRR 3 2.3
M63904 LERSEGEH alS 0. 14
185E
M37435 SEVE R T 1 3.1
AF022375 I A A K HF 2.1
U62317 PR A AE K R 1 0.43
M15330 B4l 1,8 0.34
Hit
AL117505 R R 2.2
Y 17392 BEAiEA 1 2.0
U62317 77 BRI R A 0.43
AC004770 11 5 et R B0 2 4E 9 5.2
AC004770 I &5 P e VAR R 9 D) 1 5.2
AL022721 % pERE O L10Y 2.3
ALO050318 ULER T (iR 15 50 % 2 2.0
ALO050318 % Rabs fEFH & A 2.0
ALO50318 BAAKEFBHERET 2 2.0
By R EEED
v6a317 W 8 1A 2 0-43
YL fh ik mRNA 57 %
Belbly 395461 J Bk 0:43

AR P 25 EX] 40 i 7 R 45 & B2 B 1(fatty acid binding
protein 1, FABP1) | flig [l R 25 L A1 1( fatty acid desat-
urase 1, FAD1)  JIg [l IR £ M A G 3( fatty acid desatu-
rase 3, FAD3) I HE ¥ ( hepatic lipase, HL) 5§, = 5 H
] P A W4 119 225 DR 4n 6 A K — B R A BB ( farnesyl
diphosphate synthase, FDS) A R H. [t 46 g A [l 72
P ( malonyF CoA decarboxylase) 55, H Z R 45 R 5 D
NA & F 45 R4 . L FABPL NI, SEi 5% 6 2
 PCR 453 WK 2 (Figure 2) » H1F CTa< CTh, LA B
actin ANZ, KA R LR < AL, FI,
fE mRNA FIE/KF B, 22 B T2, 5.8k 45
RYIE
2.4 BFBEPREBURL Y

JHF JFE m L] e R v = i 1Y) & 40 P 3( Figure

3) i, BE A 2 T, LR A H il = BR i & &
ST &SRS,

R3]

F UL |

-
| S N

(T RTINS T S T N St e
2. WHFEEE PCR HAZEE  a: 225 W] FABP; b: 22
FABP; c¢: 7R Bacting d: W Bacting e: BITEXTHE. Cta= 9.
108; CTb= 11.810; CTc= 17.83; CTd= 17.86. Z R %= 9. 108/
17.83= 0.511; Z M %= 11. 810/17. 86= 0. 661, Z FIAH <
Z M HALE %, mRNA A b, 2R3 T2 .

Figure 2. The results of Fluorescent semi quantitative RT-PCR
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Figure 3. Lipids levels in human fetal livers
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