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developed a new method for the quantification of apolipoprotein E mRNA in human monocyte derived macrophages.
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Aim To study the relationship between the expression status of apolipoprotein E gene and children health,
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Methods

10 mL venous blood was obtained from 26 health children. The mononuclear cells were isolated. Total RNA from the monocytes

was extracted. Apolipoprotein E gene express were determined by reverse transcriptiorr polymerase chain reaction.
of the internal apolipoprotein E DNA standard, we amplified internal standard DNA and c¢DNA of samples studied.
Results  Apolipoprotein E mRNA was 0. 37 £0. 15 mol/ mol GAPDH mR-

Conclusions The competitive reverse transcriptiorr polymerase chain reaction was a rapid, simple,

of apolipoprotein E gene express was calculated.
NA in health children.
sensitive method to study expression of apolipoprotein E gene.

gene expression in human disease.
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Quantification

This method might be a valuable tool to assess apolipoprotein E
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11 10 mL, AT & $L%E
1.2 BR%A45 E K& RNA i

Xm/E4h A, B2 05 5ml PBS B4, FiRé4
BRBEEEBAEINIEGA SuL KE B S E K
(Sigma 7 8]) I B L E H, 400 ¢ H 4 15 min, B85
Ak 4E AARERBRaAMERE ZEF),
FEAERE, i 10 mL PBS BRI 4, #4T vk, 250
g BN Smin, BFEBARARTER, BF LE, X
Jl RNA #2 BUIR A & ( Promega /A ]) 42 B 40 ff1 i %
RNA, "% T- 80 C& Al .
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5 mino.
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.41 ¥ 34 5 3% 5l 41 A 5 -TTCCIG-
GCAGGATGCCAGGG3’, 3’ 3% 3l # 4 5°-
GGTCAGITGITCCTCCAGITG3 , &1 i A4y T A&
BT A R
1.4.2 RABEHR K F RO F A 50 WL,
H 10x Z ] 5.0 HL, 10 mmol/ L NTP 1. 0 ML, 20
mmol/L 5° 547 1.5 UL, 20 mmol/L 3” 5| 4 1.5 UL,
Taq B 2 u, c(DNA 44K 1.0 UL, 3 # K& 39.5 UL,
1.4.3 ¥¥iE# EFEmHE 94°CE M 5 min,
REHITOACTA5s 55C4A5s 72C 90 s 3 35 4
B3R, & 5 72 CEM 10 min. 6% T 4 B 7 W B x5
P Bk, BAMIT T WA,
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%7 . A 270 bp B9 =4 i BRAE A AR, DL 37 - B
BlM5 5 %5147 PCR ¥ 3, = 4 89 216 bp Fr BLBF
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WEES A AT R ZF—F, UREZBES 5
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SEIME 3 EET Y, PCR &4 & okl E
W 216 bp &4, FHATHMN; E =4, UE P EK
P IEAR, LS Bl 3 549, PCR 4 =
I, B Uk 216 bp &, BV 2 EAR Y, G
Fl 260 nm 3 K WA E
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A AR, 4 BB 0. 07.0. 1.0. 3.0. 6.1. 0.1. 6 x
1070 mol 5 45 | # & 0. 25 g RNA # # F 15 2| 1
DNA BA, UEBEEES %505 3 %514 Hh
Bl BATET H(E ) .

{ VAR

1. %EEBE DNA MESFHREHMERNEEBIKE

1~ 63E 2 4 1. 6.1.0.0. 6.0. 3.0. 1.0. 07 x 10°°0 mol [¥] 216 bp
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1.5.3 BREAKRLRAR FTHEWNFHA
2% 37 FE A B R WLk, 73 2] B9 PCR 7= 1 #£ 0. 25 mg/ L
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RUEMMER, BEAEERIAE(E2. RE
BB AR A AR AR mRNA £
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1.5.4 BRBRH BRI ABE T RAOBEERA N
HBEEEEZ A H DNA A REEWER, i
& B FEHAR DNA B1# fEE & E mRNA 248 &9 ¥
P, BT RE AR A SR T B R H e B A A R (glyc
eraldehyde 3-phosphate dehydrogenase, GAPDH ) # [& &
Fik g M, ¥ ¥ 5 H A 5 -TGAAGGTCGGAGT-
CAACGGATTTGGI-3 (5° 5l #7) #1 5°-CATGTGGGC-
CATGAGGTCCACCAG-3’ (3’ 5]41) « R AR R R R AL
FHREBEEGE T % DNA B 25, # A
BEE KW THIEE G E, GAPDH B 2 =4 H
983 bp, DNA P f B ( Clontech) B 7= #7K # 630 bp-.
10gC (Tinternal standard Xk ) / Itarget
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5270 bp (7= PR A SR, B log(Lix k) /Tt= O B, A6 logC & B

NEIEE A E cDNA FHEN &, A6 8T — B R B Y
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3. AEmMBZMEMBEED EERRA~YREEYIH

7kE 1 2 JEEVIRT 270 bp =4, 3 F1 4 AEEVIJG 152 bp =4,

2 H R
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Fik
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(R B USSR ERIR R A E SRR . vl g AR L&
JE Bl R AZ 4 Ml RE Rk # iR s E E (B 3) .
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26 A fERE )L E A B i AR dE AR R B E A
Rl #3% 7KFA4 0. 37 0. 15 mol/ mol GAPDH mRNA .
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H, 1 B R Bk RE E B30, RT-PCR J7 i 2 1L 4E K
IR RIS B 1 7%, T2 F PCR HiR, F it
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10° Bk A AR e B AT 3145, 4R SR F A 6 R S b
HEI7e 4 PCR, N AEER EELY

HHeE A EEEEMT 19 S 3tk b pl13-ql3
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TSN ETHEE 10 MEES 2 54 R TR
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~2929), 3 RIEFINLT 4 5B T (HRF S
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P3G, BRI URD T ARRE R 3
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ARz, I H AT A HEAREBIME T F K H-
GAPDH %: (K )R & 4 #r, LUk S 5 8 Z A cD-
NA &R I Z SR, RIER B AFEFEA DNA 3
JIEEE I E mRNA £ 0 ml ok, {4 SR mT 2
WHREA E W LLIER 2 41 U4 i b & ik, 3R
TIFRFHEIEERA E R NAEEERHBEANA
MEAZA M R R IE, oA — DR EEEA £ &
Rt 7 — A REE M F B 7ESKR AL 5 1%
P OB R R, i R A R A R T A DG B A
FH, Bt 5 200 2 2 Jok o8 B s A0 B R T Rt 72
E AR, 25 R FEULE N R8s, 1§
MEFMEEA L EREEREARNANETA
12, J& o B0 PR A A B P T UL A 3 A RN Y
FES, [RGB 1 SRME I 22, 30 A 1) B A% 40 i B T L
S MLCE P9 BT Wk IR J5R T BG83 O K
B, BEERNR I 2, ISy R R8sk
BEHe. 7630 HKEE P 5% 4 M oAb A AR o RE ] B 7 Ak
AR 40 M 2 S Ak S BE AL AR AE! . R A E
LRI Re 70 N A Bl B A A e v Rk, SRR B R
E R W] 582 51830 M 5% 40 A A T BE R 15
BAREOE A A EENABER: MBURE
1, A2 FLBE ORI FI AR AR % 5 IR B 1 DA B A 1) %5 %2 i
RAMELSEEREATRENSEHER; @FER
BfA S EREAZEMRBED E ZhES,
WL ZEN T &7 5HRRE R ARE T, AR
HEMAEiETER;, s5wWadammsE.

HEMEES E AT T RN H AT )L 2 (8RR
BABEZEZ X, A 50K R H 35 4 1% RT-PCR
T Re A I 2N R B I SR A AR L B RE R B 3
R IE, HAedEri e &, & lid B T 40 = b 5L
mRNA & 2RI, F 77 v PRas 3 R B se A
ATEE, SRR R AT, (R x) T3 — 20 T i 4K
REEE A E ZF M Thae. A & AE ) LRHE 7 Bk R &
NEAHEMAEENE N, EEH#EE.
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