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Aim To investigate the relationship between G protein B3 subunit gene polymorphism and obesity in
Methods Polymerase chain reaction combined with restriction enzyme digestion was used to
detect the polymorphism of G protein of B3 subunit gene in 147 normotensive controls and 321 hypertensive patients.
Body mass index was measured. Serum total cholesterol, triglyceride, high density lipoprotein cholesterol, low density
lipoprotein cholesterol, fasting serum glucose were determined in hypertensive patients. Results There were no sig-
nificant differences of the G protein B3 subunit gene C825T polymorphism genotypes and alleles betw een hypertensive pa-
tients (CC 28.7%, CT 52%, TT 19.3% and C 50.7%, T 49.3%) and normotensive controls (CC 27.2%, CT 46.
9%, TT 25.9% and C 50.7%, T 49.3%).

cholesterol, low density lipoprotein cholesterol and fasting serum glucose did not differ significantly between CC and CT +

Body mass index, total cholesterol, triglyceride, high density lipoprotein

TT genotype in hypertensive patients.

ciated with obesity in hypertensive patients.
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FEEEREZR,
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BUEDTA # 8t # fik i 5 mL, A % B 81k 44 3%
AN E MR B & 0 B A B DNA. B A B R
JZ( polymerase chain reaction, PCR) L 5|4 % 5°-
TGCCACCCGTGCCCTCAGTT-3, #3414 5-
GGCCCTTACCCACACGCTCAGA-3 ( L £ T 4
MIBEARSHRAEAK) . PCR R E (50 UL
RO R): R 1 UL+ K & 4§ & 39 UL, Buffer 5
UL.NTP 4 UL, E# 547 0.8 UL, T #5314 0.8
UL .Taq A8 2 u, BB, LM 94CH
TP Smin 94°C EH30s 58 CH#30s 72°C
A 60 s, 2k 30 MEF; &5 72 CHMH 5 mine §
B 2% ST REAE B IR Lok, EB S, 240 T
ME LR,

ELPCR 747 10 WL, [R %] Py 77 5% Bse DI( L[4
5080 Fermentas & #7 % A H IR 2 8 £ #£) 3 u(0. 6
UL), 10 x Buffer 1.5 UL, K EH £ & F W & K 2.9
UL, K B2 EAKAL 15 UL. 55 CEEH] 16 h, 65 C 20 min
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Ao
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2.1 —MRImAKZER
e 1L 20 55 T 6 R 2H ] — R PR G B
BZER(P> 0.05), L3 1(Table 1) .
2.2 GEHRB TEAMER C825T ZHMSH
%fi# DNA ] PCR #7388 244 bp - %

TEREF BEh RN AETE 825C T T o7 A A8, TP A R 41
PEAVIEE Bse DI (V] 53, BBV 515 2K/ A 143 bp
A1 101 bp FIFAS B, FEEEDN CC B #5848 ¢
T A7 FURAS, BV 543 31K/ 244 bp [ 7 B, 2
BRIAA TT 2 BigY) 5 BE43 21 244 bp, X155 143 bp
A1 101 bp Jr B, FFAY CT BY( & 1 1 2, Figure
1 and 2)

%= 1. FBA—RIEREAR (x £9)
Table 1. Clinic data of two groups

I R 20 1B T R 2H
(n=321) (n= 147)
% (#) 166 77
o (f) 155 70
T () 47.9919.93 47.14 £12.30
AR (m?) 1.79 0. 20 1. 69 0. 15
RIRIEE (kg/ m?) 26.26£3.29 25.1313.07
AE (kg) 72.69 £12.29 69. 75 9. 56
B (em) 166. 01 £9. 26 163.31%7.05
: M 334 135 335 23? Ti.’i .'3]'! 441 442

1. CEAR TAMER C825T MM BR AR N
FEHIER K E] M & Marker; 334~ 342 45 N 334~ 342 R[H
BB R & B S

Figure 1. Electrophoretic map of polymerase chain reaction
production of G protein 83 subunit gene C325T polymorphism

B2 GEAB TRMERE C825T SRR KE
Figure 2. Electrophoretic map of genotype of G protein 53
subunit gene C325T polymorphism

2.3 FWAEFEBSHHFE Hardy- Weinberg E
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IEF TR 1 EH 3% GNB3 & [A C825T
fEAE C AT FALEEF DL K CC 40/, CT & TT
ZHRN 3 RhIE R R, A4 0 2 R AT R 2 P AR 56, 25
& Hardy-Weinberg “F-f#( & 2, Table 2) .
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ERXEH

IEEAT RS EH 41 GNB3 FE[A C825T FE[Al
R ZE R LB E (P> 0.05), EH 4 T 47
BERMRE T EESHA, HELEEEER(P> 0.
05) » F Logistic [A[H73#7 .75 GNB3 825T 454
ERSm ML EKETLKEK(P=0.2531), &2
(Table 2) .

2 BMEAMEEMNRACEA L ERA C825T EFEBFEAEFESRELE [ F1(%) ]
Table 2. Comparison of allele and genotype of G protein 83 subunit gene C325T polymorphism in essential hypertemr

sion and normal control group

) SEHERE BIEEIE
oA e T TT c i
BLEA (n= 321) 92 (28.7%) 167 (52%) 62 (19.3%) 351 (54.67%) 291 (45.33%)
ERABAL (n= 147) 40 (27.2%) 69 (46.9%) 38 (25.9%) 149 (50.7%) 145 (49.3%)

2.5 [FEAMSMELE A EERE B (8 i B o ik F g
HHIELER

mIMLEH CT+ TT ZFEAE cC EFRHEET
PR AR o AR B H 9k = R K %5 B AR B A A ]
B E xR EAEEE. MELEEEER(P>
0.05), IL3% 3(Table 3) .

% 3. & MBI EATEEEREISRFELER (x L)
Table 3. Comparison of clinic characteristic between different
genotype of G protein B3 subunit gene C825T polymorphism in

essential hypertension

o CC 4 CT+ TT 4
E{ZR
(n= 92) (n= 229)
A FAEH (kg/ m?) 25.831+3.09 26.33%3.45

SBHTE B (mg/ dL) 203. 83 £36. 03 207. 89 £39. 04

Hih =M (mg/dL) 136. 47 £60. 14 146. 96 167. 43
% P BE A A B B (me/ dL)

I% B i B BB B (mg/ dL)

61.99+18.98 63.69 £20. 02

107. 05 £27.79 109. 86 £31. 47

¥ (mg/ dL) 101. 11 £25. 05 104. 06 126. 86
3 i
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C825T Z AT ae 5 v B N JR & 4 & I 2 [A] A
HAEMRME . ABFF R, 165t X A E 305 & I
JEH#3% GNB3 ] CC.CT.TT EREAHE K C.T 2
PEFE R 5 IE % X IR T B2 27 B Logistic
[0 #r i —25 B on GNB3 825T 25 A7 5 & 1
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