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and 3’ - phosphorothioate-modified allele specific primers for screening certain sites of single nucleotide polymorphism ( SNP) in ge-

nomic DNA.

primers were evaluated in their effects on primer extension with genomic DNA harboring SNP sites allele.

ucts from Taq had many mixed bands, and some of them clearly showed false positives.

fidelity DNA polymerase of Pfu yielded single products.

Methods The genomic DNA is used as the template.

The 3’-phosphorothioate- modified allele- specific
Results The prod-

However, at most of the situations, high

Conclusion These data suggest that the “on / off switch” mediated

by exo+ polymerase is more reliable as compared to exo- polymerase in SNP assay and the novel “on/ off” switch has enormous ap-

plication in the diagnosis of monogenic diseases.
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Sl M Hg 3 Kk SNP L & Hamfb 1. 514 &
Sangon A B & &, FH wT: WHEEF1EH
5370G/ Tz & B IE 5 5] # & 5°-ATC CCA AGC TGA
AAG GCA AG-3", R 5|41 % 5-CTC CGT GGA GGC
TAT GGC TTG-3’, ©E H 5| #1 & 5°-GAG AAA CAG
CGT CAA ATC ATC TTT TCA TGA TCC CAA GCT GAA
AGG CAA T-3’; @i & & 7K & % {4 B (angiotensin
converting enzyme, ACE) % [F 1987693C/T i & &9 IE [
B4 4 5°-AGG AGA GGA GAG AGA CTC AAG CAG
3, R E 5 # A 5 -AAGTGACTGTATAGGCAGCAGG-
3, EME A 5-AGGAGA GGA GAG AGA CIC
AAG CAT-3"; (®GJB3 % [F C/T fr & BF £ B H IE 1 5]
% 5°-CAA T CAT CGT GGA CTG CTA CAT TGC
CG-3, R B # A4 5-GIG 7 AAG ATT TTC TTC
TTG GTA GGT CA-3 , RE AW E M54 4 5 -CAA
CAT CGT GGA CIG CTA CAT TGC CT-3"; 4F 498 =
BHBRBARTAETFARANERSIHA 5-GGC
ACC ATT AAA GAA AAT ATC ATC TIT G-3’, R 145l
#1 % 5 -TAA TTC TCT GCT GGC AGA TCA ATG CTC
3, REAEMNEMTI A 5-GGC ACC ATT AAA
GAA AAT ATC ATT G-3 .
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mmol/ L Tris HCI (pH 8. 8), 10 mmol/ L [ (NH,) 2S04, 2
mmol/ L. MgSOy4, 0. 1% Triton X-100. PCR o4 % R T
RN 2. 5% BEREAE B FKE 10 V/ em B9 B3
T Ik B, BIRE A 0.5% B TBE & A K.
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Figure 1. The gel electrophoretic map of the produce of specific
primers extended by Pfu/ Taq polymerase
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Figure 2. The gel electrophoretic map of the produce of c’T
point mutation in the GJB3 of 3’-phosphorothioate modified
allele specific primers extended by Tag/ Pfu polymerase
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Figure 3. The gel electrophoretic map of the produce of the
deletion mutation in the fibroma of 3’ - phosphorothioate modi-
fied allele specific primers extended by Tag/ Pfu polymerase.
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