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[ ABSTRACT]
Methods The SD rats were divided into two groups including IP group and sham groups.

Ischemic Preconditioning; ~ Proteome; ~ Mass Spectrometry; ~ Two Dimensional Electrophoresis;  Free

Aim To search for global protein changes in ischemic preconditioning ( IP) using proteomic technology.

The left ventricle tissues of precon
ditioned and sham groups were directly sampled for proteomic analysis. Results  Analysis of two dimensional electrophoresis
Differ
ential analysis using the Student’ s i-test (P < 0. 05) showed that the expression of 23 protein spots changed, 12 protein spots

(2DE) showed: 704 £27 protein spots were seen in Sham ventricle gels and 778 £35 protein spots in IP ventricle gels.
were identified by mass spectrometry. Conclusions Myocardial IP resulted in the changes of protein expression profiles in the

myocardium. The differential proteins might function as molecular chaperone, decrease free radical and promote the energy me-

tabolism of myocardium to confer cardioprotection.
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EH # 7k & 1 Imagescanner 19 # T ( Amersham Bio-
sciences /2 &) ; Applied Biosystem Voyager-DE STR Bio-
spectrometryTM workstation System 4307 MALDFTOF-MS
SR L(ABL A F]) o
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F 1. WEBRREINBHNEREARS
Table 1. Differential protein spots seperated by 2- DE

HA FRAEAL Y Volume {H B ey

Fig  RTEARA P4l 7> T8 (kDa)
1 0 6.09£1.41 4.02/20.23
2 0 11.05%1.56 4.15/20. 54
3 0 2.74£0.75 4.43/29.92
4 0 1.42£0.20 4.53/24.95
5 3.8510.62  17.58*1.68  0.023  5.51/28.25
6 0 2.19%0. 86 6.02/22.77
7 0. 49 0. 02 3.8210.74  0.048  6.69/28. 62
8 1.37 %0. 07 6.0830.53  0.013  6.91/31.16
9 0 3.14£0. 83 7.50/30. 18
10 0 6. 02 £0. 39 7.63/31. 12
11 1.13%0. 15 9.70X1.00  0.017 4.98/43.97
12 1.15%0.08 7.90%0.54  0.008  5.19/43.61
13 2.22F0.64  14.39F1.29  0.022  5.51/63.03
14 0 1.41%0. 14 6. 35/68. 54
15 1.95%1.73 5.1810.80  0.008  6.51/67.39
16 0 46. 47 %1.63 7.01/23. 84
17 1.75%0.52 15.05%2.09 0.015  7.69/58.09
18 5.74%2.13  31.26%3.33  0.042  6.1317.65
19 0 14.70%1. 16 6. 02/56. 87
20 30.12%1.24 5.00%0.34  0.004 8. 04/18. 66
21 0 11.42%2.21 6. 04/28. 68
2 0 7.89%2.58 5.36/44.73
23 1. 86 0. 75 10.91£1.99  0.022  7.26/43.30
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Figure 1. 2-DE map of rat left ventricle proteins
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Figure 2. Peptide mass fingerprint of spot 17
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2. BPUHBNACRRT R VTREREEENERERR

Table 2. Identification of differential protein spots by MALDF TOF MS

S| S/ VCHE il s .

_ EHEE S

AR 5 F & (kDa) K B s F31'5 (AC)
1 4.86/18.7 629 46% P0O8733 myosin regulatory light chain 2, ventricular
2 5.64/22.4 12/24 11% IL ivR interleukirr 1 receptor type iV precursor
5 5.52/30.1 510 27% P04639 apolipoprotein A iv precursor ( APA_RAT)
7 6.13/25.6 4/64 24.3% QOWU21 Glutathione S transferase Y4
9 undefinded 4/56 39.2% Q924N2 recombination activating protein 2 ( fragment)
10 6.58/43.2 815 28% PO0564 creatin kinase, M chain ( KCRM_RAT)

13 6.54/79. 1 722 16% P33124 long_chain_fatty_acid_CoAligase 6 (LCF6_RAT)
15 undedinded 649 13. 4% 063477 protein tyrosine phosphatase epsilon C
16 6.76/20. 1 412 25.1% P23928 Alpha aystalline B chain, RAT
17 6.17/35.0 8/34 30% P09330 ribose phosphate pyrophosphokinase @

21 5.64/22.4 12/24 27% P02564 myosin heavy chain (MYH7_RAT)

2 5.65/55.0 /28 22% PO4276 vitamin D-binding protein precursor
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A B, PRI MRS B, Pk, LI TSR
FEO RS EF o

Yammshita ZEHF 58 A3 1 8Bk e il 75 3 A DR 9 4
A2 1 RIA AT LAEIE MeSOD, 1 M-SOD A2 0l
IP R IERR A B B, RIEPTAIER W EZE
5. [EINARATTIE A B, AEC L TP 2 Fi 8 FH 48 i
A& L PURATRR P R ER™ . BATH B R
RIBAMAR 1 ZERFE(EB A2 RIEP A
Tk, AN FR 1 AR FTALE IP HERIE R = X
FHARA S Mo-SOD K #7840/ FIAR G, A i —
A
3.2 RBHEXEH

WL B ( creatin kinase, CK) SN — SAKEE, 150
AU T 320y MM B K MB B A7 7. & REWS AL
ADP IR & RALER A ATP, SO SR e B
BRI, OB SE R 4 J5 CK E A7 i O WL4H L b
Rk, AT e B AL K A IS AE I O VIR 4R B8 1 T
PRAGEZEHLE o BRATA A R R S T R B
P HOHUHLA S CK-M(HEH A 10) RikTh & HE
IP 2H CK-M JF = A 38 fin o UL 4T Bt B &2 it 97, o 0o L
R 2 NN E AR TE R R 74, A
T8 CK R B A 00 I S04 1 R e 2 B 41
FE~ CK AL F LR if K s ifi, -8 3 52 £ BT AR 2 85 B
R R EEEN.
3.3 E5ATEH

R A B R R S ( protein tyrosine kinase, PTK) Fl
2R % 2R % FR I ( protein tyrosine phosphatase, PTP)
XA AE Sz R 1 1E L, LG 4 A Y 43
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