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[ ABSTRACT)]

Ischemia Reperfusion;

cells on the expression of Kreppellike factor 4 (KLF 4) gene.
fusion was established by occluding and relaxing of left coronary artery.

the oxidative stress model.

Results Transient myocardial ischemia/ reperfusion induced obvious accumulation of KLF 4 mRNA in rat.
tinctly raised the KLF 4 mRNA and protein levels in C,Cy, cells.

Kre ppet Like Factor 4;

Aim To study the effect of rat transient myocardial ischemia/reperfusion and the oxidative stress of C,Ci,

Oxidative Stress

Methods Rat model of transient myocardial ischemia/ reper-
C,Cy, cells were treated with H,O,( 1 mmol/L) to build

RT-PCR and Western blotting were performed to determine the changes of KLF 4 expression.

Oxidative stress dis-

Conclusion High expression of KLF 4 gene was induced

by rat transient myocardial ischemia/ reperfusion and the oxidative stress of C,Cy, cells.
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TN AN T ERA L 8 A T AT M F IE 40T,
GG FEEA(I0 B, ML) AT R
JRATRE X, RIEA QO EBEF AT K EF O EE ST &
HEHMEILTA, I0mn ERBEHL, BE L
3.6.12 B 24h, 2 BB ANEHREE, TN ERAF
AKFE- S0OCHEEY, A2 R, WA ¥) T
S AERBRA AT, MACEHHE, THER
BF A EHE- 80 CHRF-
1.3 YRS HRMERNSH

B 1310 BN EEEME 25 an’ ¥
FMF, Bl 5 mL & 10% fg 4F it 7 ¥y DMEM 3% 7=
BH. AMNBMA 24 h EHEBAIEITAKEA(]
mmol/L) ¥ JC M1 v& 3 5= ¥, & 37°C.CO, x4 3%
75, £ 1.4.8.12 F1 16 h Bt [6] & WK S AT A xR 24
h EATmEEE, B 37C.CO, BALFEFA 16h
W EAFA.
1.4 H2 RNA £

il Trizol 1R 7| 467 4% 48 B Fo 40 21 B9 & RNA, 3 Al
DNA B 1 81L& & % RNA F &9E 8 DNA; 1. 0% 3%
REME B R L vk # M % RNA. 44 kX E £
AKZGO/ A280 th{%io
1.5 WEHEREAMERK

£ A Primer3 35181 KLF 4 £ FH 5 47, JF 5] A4
5-GCG GGA AGG GAG AAG ACA (-3’ f# 5°-GGG
GAA GAC GAG GAT GAA GC-3", L4 ff A 4H 41y &
RNA % # K # 17 RT-PCR X )z, LA GAPDH % Py *f
B, 2 2.0%F BRI K, ROEREET £S5
#EHRNEE
1.6 SIZENEEST T

Fl2xSDS mHZ A RABAER, KEEG, ¥
Jf| Bradford B #TE B &, #l &AM EEHEEE
- 80CHKFBRE % . 2 10% SDSPAGE #, % 4
HOERRf 29 GE G ACHATRE, RAMNIE
FM—FHRRT AN ERN R, 25CHF 1 h,
DAB T &,

2 &R

2.1 EERMBEIRENEE

BT S PR A L ST BH R L, THRFAR
TG ST Bdn, vt BH s il Py 20 72 5 IR Bl Bk 32 32
giflses. B EEFAEHEERS 38 4% k4
TEMCHITE L FAFFE O R L, TR T
AR TE O HL S 8 B SR, i B K B UL T 5 .
FEVERLIY S 1] B2 o
2.2 EERMEBETN KR O Kreppel #EF 4
mRNA FRiEBIFZ MG

KLF 4 mRNA 75K 5o U 8 s il P 5 1.
3.6.12 J 24 h k¥ 1) .

R0 BT

pogict::| 1h 3h 6h 12h 24h

GAPDH

KLF4

1. Kreppel #EF 4 mRNA 7EA BUUBLGR I 58 /5 7R =
18] 5 A

2.3 SRR EL C,C 4B Kreppel #EF 4 mR-
NA BYFRIE

£ H,0, AbHE 1.4.8.12 f1 16 h i, C,C, WLJE 40
Jufk KLF 4 mRNA 3R 0% & 35 3 =, Bl b B (]
FIZEK, KLF 4 mRNA 14 & A Wr 3 in, B A i [A] 4K
YR 2) .

?1202 g
pog bl th 4h 8h 12h 16h

GAPDH
KLF4

2. Kreppel #EF 4 mRNA 7£ H,0, SE2#) C,C 4HAE B9
Rik

2.4 FWRBRR C.C,RAE Kreppel #EF 4 F
HERIE

7EH,0, AbFE 6.12.18 F1 24 h B, C,Cp, ULJE 40
fapkHh KLF 4 85 3R IE B E =K 3) .



CN 43-1262/ R # EF) kgL 44 & 2007 26 15 E 5 11 3 815

H202 L3 ]
Fogt:| 6h 12h 18h 24h

oy KLF4

ﬁ.‘:,\ . m p-actin

3. Kreppel HEF 4 ERETEHLELERN CCo AP
HIRIE

3 Wig

O LR ML AE I R B HE 58 0, G e R 30 ik o #f
BEAL 51 ) e AR B0 ik BEL 28, et AR B0 ko 22 PA A O JiE
LR sk 5 SO ULE TR S DhREAAR
WS A R BE 2 TR 8. SRR ER S
MR R ILFEE B S5 5R, e b F5 2 BE R [
T HBEA A EAE O WU L
MERE AT B 18 B0 WL 43 ( fnC L), SCAT RE 3
WA PSP R A7 28 58 0T ( o JUL B L 900 1)
DRI, ik Bl P 52 LA A, 18] WD R 87 o UL G5 I PR
B 7L, WA B B BN IRTEORSP R4, RIS
SR YU L O 7 i e 977 L 6 38 e L P 98 3 R ) 45
3, O IME RGEMT KRR ITHZ —.

Kreppel #£[K F 4(KLF 4) & — MR .
ERE 5 TR A 35 T X GC & CACCC & A
SR sRoTE =M S G on AR S B, AT IR iR X L
R PR, 7RV, KLF 4 e & E 4.1
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. T RA R R R IEE G5, 10 45 e | 5 b
TS B BB R A 2 AR . KLF 4 2 Sp/
Kruppel H8:F 5k R+ KRR K L 2 — o Sp/Krup
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T Ho0, FTEUR CoCoo 40 B A8 A0 BRI IR 1)
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