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[ABSTRACT] Aim To analyse bininfom atics on heart developm ental cand date gene ZNF569 providing guiding o-
pmion for functional study of ZNF569

matical W eb and soft ware

H eart Developm ent

M ethods B mnmnfom atical analysis on ZNF569 w as made by utilizing B nnfor-
A lign-

span-

Results Protein contaming KRAB/C2H?2 is an inportant transcriptional factor
ment between the ADNA sequence and hum an gename ndicates that ZNF569 is dentical on chranosane 19q13 12

ning approximately 56 28 kb in reverse manner on the genane and organized nto 6 exons ZNF569 encodes a putative pro-

tein of 686 an ino acids

(KRAB) danain and a series of 18 C2H2 zinc fingermotifs that extend to the end of the protein sequence

The predicted an ino acid sequence of ZNF569 contains an N-tem inal K r* ppelassociated box

A search of

published DNA databases for sequences sm ilar to that of ZNF569 dem onstrated that they had varying degrees of sm ilarity to

a number of previously identified C2H 2-type zinc-fingers protein

that the predicted protein contains 18 different C2H2 zinc-finger damains in tandem arrays

factor proteins of this fam ily

Sequence analysis and database camparison ndicate

characteristic of transcription

Conclusion A search of analyzed evolutionary relationship anong different zine-finger

protens w ith phylogenetic tree analysis show that ZNF569 is one of the conserved proteins during evolution
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Majority

ZNF43 KRAB[Homo sapiens]..PRO
ZNF74 KRAB[Mus musculus].PRO
INF84 KRAB[Homo sapiens]..PRO
ZNF184 KRAB[Mus musculus] pro
INF268 KRAB[Homo sapiens]..PRO
ZNF470 KRAB[Homo sapiens]..PRO
ZNF569 KRAB[Canis familiaris] PRO
ZNF569 KRAB[Homo sapiens].PRO
ZNF569 KRAB[Pan troglodytes]..PRO
ZNF585B KRAB[Homo sapiens]. PRO
ZNFB24 KRAB[Homo sapiens]..PRO
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ZNF43 KRAB[Homo sapiens]..PRO
ZNF74 KRAB[Mus musculus]. PRO
INF84 KRAB[Homo sapiens]..PRO
ZNF184 KRAB[Mus musculus]..PRO
ZNF268 KRAB[Homo sapiens]..PRO
INF470 KRAB[Homo sapiens]..PRO
ZNF569 KRAB[Canis familiaris]. PRO
ZNF589 KRAB[Hmo sapiens].PRO
ZNF569 KRAB[Pan troglodytes].. PRO
ZNF5858 KRAB[Homo sapiens].PRO
ZNFB24 KRAB[Homo sapiens]..PRO
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INF569[Canis familiaris]. PRO
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------------------------------------ INF184[Mus musoulus]..PRO
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ZF1.PRO
ZF2. PRO
ZF3. PRO
ZF4 PRO
ZF5.PRO
ZF6. PRO
ZF7.PRO
ZF8. PRO
ZF9. PRO
ZF10. PRO
ZF11.PRO
ZF12. PRO
ZF13. PRO
ZF14. PRO
ZF15. PRO
ZF16. PRO
ZF17. PRO
ZF18.PRO
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