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[ABSTRACT] Aim To mvestigate the association of the canplem ent factorH (CFH) 1277T > C polym orphisn and
unstable angina pectoris (UAP).

Unstable Angina Pectoris  Canplan ent FactorH:
M ethods Frequency distrbution of the genotypes and alleles of 1277T > C single
nucleotide polymorphisms (SNP) of CFH were detected by using polym erase chain reaction and restriction fragment length
polymormphisn ( PCR-RFLP) method mn 150 casesw ith UAP and 146 nom al controls ofH unan H an Results Obvious
frequency distrbution difference of TT, TC genotypes and T, C alleles in CFH 1277T > C was observed betveen the UAP
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and the control groups (P < Q 05), and the difference of the frequency of the CFH 1227C allele carriers (TC+ CC geno-

types) betveen the o groupswas statistically significant (OR was3 06 93% Clwas L 60~ 5 86 P< Q Ol). Con-
clusion It is suggested that CFH 1277T> C SNP is significantly associated w ith UAP in Hunan H an population
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