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[ABSTRACT] Aim  To explore the relationship between apolipoprotein CII (ApoCIll) gene C3175G, T3206G pol-

ymorphism and the levels of serum lipids in male, as well as the multiple risk factors of overweight-ebesity. Methods

A total 337 males were selected from two hospitals by using DNA sequencing ;and the apolipoprotein CIlI gene C3175G,

T3206G polymorphism and the serum lipids were determined and analyzed their relationships were analyzed. Results

The genotype frequencies of the CC, CG and GG for ApoCIlI3175 were 51. 93% ,40. 06% and 8. 01% , respectively, and
C allele was 71.9% and G allele was 28.04% . The frequencies of TT, TG and GG for ApoC Il 3206 were 6. 82% ,
32.34% and 60. 83% , respectively, and T was 23.0% and G was 77.0% . The carriers of ApoCIlI3157G could have

the higher level of triglyceride (TG).  According to stratified selection of TG, there were relationships between ApoC Il

and TC /LDLC. The myltiple linear regression showed that abdomen obesity and ApoCIlI C3157G polymorphism might be

associated with TG. Conclusion The ApoCIlI C3157G is related to the levels of serum TG and the results were sup—
ported the relationships between ApoCIIT3206G and TC/LDLC in population with high TG.

ApoCTI EHE M FAE 11 S REAKE q23
X, HER KL 311 kb, 4 MIET3AMHET
Hik. HEEA CM2&—MKEEHRY> TEEA
Ji, BAEAR P E & i =l AR & A (triglyceide -

Wefa H ] 2010-0930

rich lipoprotein, TRL) (¥ 4> f# Xt v B A5 & B 1A
TAE S B i R R R A A 1 79 RIS 3 AT 4
JEEXS TRL Kz AR A £ ApoC Il 2 P57 7E ¥ %
2 AL R AV A A B DR 5 v AR Bt e x

CEemiA] T AERTH A (2003C30609)  BERTTHE AR T H (45 KJ070313)
WEHTA]  ERE, B, B2, i 5207 170 908 M AT % % B & 15 A 02368485228, E-mail g tangxiaoj0726 @ qq.
como JH B o, B #UR B 507 FUORBOR 2 WIHLHIHE A E-mail 2 565261030@ qq. com. SRR, T -LAfF 5842, #F 5007 1 R 43

FRAT IR 5 E-mail Jly 532598464 @ qq. com



562

ISSN 10073949 Chin J Arterioscler, Vol 19, No 7,2011
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(ApoC Il C3175G) .55 3 206 fr#% 1 TG KA
(ApoCII T3206G) , £ HA 7 HIMLAR K R

1 SR E5T5k

L1 BRFEXR

RIET 2 BB 337 4 55t ik ke &, 73

W R 48.06 +4.02 %, W NBUREN

1.2 I RS

PR BT FURE R0 58 B i« 44 B JIE ] LA L
JRAE, A M e etk Fa bR . AT FEE (BMD) = f4)ifi &
(ke) / G (m) , fER& L (WHR) = /B H .
1.3 ARACREFALHE

2505 12 h RAMNAFRRKIM 5 mL, KA 2 mL BF
T, F LA E A 3 mL B F EDTA Hriis (&
RN 0.2 g/L) , EFEEIEKRIE ST, QIAGEN I iy
DNA 2 HUA T S 2 H DNA, £ T 4 C % H
1.4 I g W

I 2% 5 1H [# B (total cholesterol, TC) H il =g
(triacylglycerol, TG) . /& % % fig 2% 1 JH [ B2 (high
density lipoprotein cholesterol, HDLC) F11 %5 B g &
1 RE [ (low density lipoprotein cholesterol, LDLC)
K FH &S ALEE v, UL Beckmanlx20 4 H 35 & A AU
IR
1.5 ApoC3 JE[AH 141 DNA Il

A Primer Premier 5. 0 #{f X} 3£ K] ApoC3 AT
I t. RiFSI: 5°-TAG GGG CTG GGT GAC
CGA TG3" (20 bp) ; FiE5I4: 5°CTT GCG ACG
GCC CAC TCA TAG-3" (21 bp) . ¥ 31y Fv Bk 327
bp, @35 ApoC3 C3175G (Sacl WjEEY) S~ +) A0
ApoC3 T3206G. 5l¥H Bl TAY TR AR
FH B A TG HG

PCR f& % (20 pL) :50 pmol/L F¥%5[4 1 pL,
50 pmol/L Fi#5I %) 1 ulL, 10 x buffer 2 pL, 2.5
mmol /L MgCl, 2 wL,10 mmol/L dNTP 1 pL,5 u /pL
Taq B§ 0.4 pL,H,0 9.6 wL,DNA 3 pL. PCR
%A44:96°C 5 min, (94°C 50 s,68°C 50 s) x34 M
¥£,72°C 10 min. ApoC3 PCR F=#i% FilgE TAY)
TRERE AR S5 A BR 2 5] 5 S0 WP 51405 -
CTT GCG ACG GCC CAC TCA TAG3".
1.6  Giilsrtr

K H Excel 2003 sk NE(4fE, SAS 9. 03 B HEAT
it ot . SRR LBCR A X K5 ; iR /K7
2 AL EL 7 22554, P <0. 05 R Z 8 A B2,

2 4 R

2.1 WAREA CMERNZ SN

BMEE O CIEF 2 My 38 7 BN 327 bp,
DNA i 45 3% (I 1,) Bor C3175G # [N FH 3 s
5, CC.CG Il GG B, CC.CG 1 GG [y 3t P57 451 %
4351 51.93% 40. 06% F18.01% , C Fl G 25 fif &
BRI 4y BN 71.96% F1 28.04% . 4 ¥ %,
C3175G Z Ve K B 4 1 #F & Hardy-Weinberg ¥
e (3 = 4.168, P <0.01) , P B Fr e i A B A
ANBER RN T3206G 2 HF 3 Fig R, TT. TG il GG
L, (1), TTZTG F1 GG iy 5 PR 7 5 % 3 il Ny -
6. 82% \32.34% K1 60. 83% , T K1 G 25137 5 [R 4 2% 4>
M 23.0% F177. 0% , Z K5, T3206G £ 745 1t F: ]
T 5> 47§75 & Hardy-Weinberg T~ 7 5 13 (Xz =2.078,
P <0.01)
2.2 BEEACIENZEMSMAEN XA

FRAE C3175G AR AY 7340, GG BRI CG
#.CC B BA & TG /KF (P <0.05) ; 1] & 1 fig
KPE=ZHM R ERTSITFE L (R D .

F 1. HIEEA CIIERE C3157G/T3206G 25 E5MIEHK <R (X =s)
Table 1. The relationship of ApoCIll C3157G/T3206G gene polymorphisms and the blood lipid level (x +s)

) ApoC I 3175 ApoC1I 3206
Variable

CC(n=175) CG(n=135) GG (n=27) TT (n =23) TG (n =109) GG (n =205)
Age (%) 49.12 £3.95 48.22 +4.07 47.25 +3.80 49.48 £4.16 48.72 £3.87  48.47 £4.09
TC (mmol /L) 5.23 +0.97 5.25+0. 85 5.40 0. 65 5.46 +1.24 5.21 +0.98 5.24 +0. 81
TG (mmol /L) 1.87 +1.24 2.05 +1. 45" 2.54 £1.97"" 1.65 +0. 87 2.08 +1.41 1.99 +1.45
HDLC (mmol /L) 1.18 £0.42 1.15 +0.42 1.09 +£0.22 1.22 +£0.32 1.19 +0.51 1.14 +0.35
LDLC (mmol /L) 3.21 +0.82 3.17 £0.79 3.14 +0.63 3.46 +1.01 3.16 +0. 81 3.18 0. 76
WHR 0.94 +0. 04 0.93 +0.05 0.92 +0.05 0.94 +0. 04 0.93 +0. 05 0.94 +0.05
BMI (kg/m’) 26.46 £5.50 25.73 £3.66 25.04 £2.43 25.52 £3.50 25.16 £2.94  26.59 +4.43

a N P<0.05, 5 CCRERFALLE ;b N P<0.05, 5 CCIEA LR
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Figurel. The result of a sample Apoclll DNA sequencing product (C3175G and T3206G)

B NFEE TG &8 (TG <2. 26 mmol/L ¢ TG =
2.26 mmol /L) 432, M TG IHL%E () /i BE 4 4 HL 8¢
ZEMERZ SN ZR . TG <2.26 mmol/L A
HEL R MRS F 20 & BMI.WHR Z R L8132

X ANBEE TG I (TG =2. 26 mmol/L) 3£ 98 44,
S5 BRI BUAE TC 1 LDLC 8] 2 57 G ik %
BEX(P<0.05;%2)

F2. HgE A CIEERE C3157G/T3206G £ TG MAENI 4 & (X +5)
Table 2. The relationship of ApoCIll C3157G/T3206G gene polymorphisms and high TG level (x +s)

ApOC ]]I 3175 ApOC ]]I 3206

Variable

CC(n=49) CG(n=36) GG(n=13) TT(n =8) TG (n =36) GG (n=54)
TC (mmol /L) 5.12+0.52 5.24 £0.78" 5.78 +0. 67" 5.29+£0.71 5.64 £0.95° 6.69 +1.06™
HDLC (mmol /L) 1.11 £0.52 0.98 +0. 14 0.96 +0. 16 1.14 +£0..25 1.13 +0.59 0.97 £0. 16
LDLC (mmol /L) 2.83 +0.60 3.01 +0.52° 3.44 +0.96™ 2.99 +0. 61 3.26 +0. 83" 4.57 £0.78"
WHR 0.95+0.04 0.94 +0.03 0.93 +0.04 0.96 £0. 03 0.94 £0. 04 0.95 +0.04
BMI 30.73 £2.72 26.27 £2.92 25.81 +2.89 26.49 £1.90 25.49 +2.43 30.71 £2.73
a’jyP<0.05,5 CC A TT IEHE A LA ;b A P<0.05, 5 CG 1 TG FE A LA .
2.3 H=BREE 2 Tk E A o

3 %W

LA TG Ay [H 75 &, 4F % BMI. WHR . ApoC I*'7"
ApoCIT™* ZAMAL S AN HZE, RAZ 0B 5
Trggl N AR, 40t i f5 , 18 7R (WHR) |
ApoCII*"" K 2 MRS TG 7 B E M KB [HA
TFREN:Y(TG) = -2.175 +5. 73WHR +0. 24 ApoC
" (F=4.21,P=0.001) .
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W=Eep)7K P EE CG B, i CG BT CC AL |
AW AR KRB ApoC Il 2 K T3206G 5 TG I AH %
P, X 5 Herbeth ™ BFFt 45— #—5 8 A B
TG 4 & (TG <2.26 mmol/L & TG =2.26 mmol/L)
932, Iisi TG IfLE (4 # BE 3 A bh B S A B R 2
BN ZER. FRER ApoClIZEFE S TG.LDLC ¥
FHERR G 5 5 [N 15 0 [ B AR % E IR & A
R B, PEILE R TG IMUE i B A, 3 TR 0 2
A5 IMAGHI K REHE ] HPUIX SR R4 A5
R R : — R A AR R AR, B fE
R R ZE BB R, ApoC I 3K £ 25 P47 45 5 1 3¢
TR B 5% RAEAS RN BE VR A 9 B AN R] =2 if i
(K52 2R R RS anAk & > 158 & A6 7 R )
52 R g R 2 16 () V5 TR] okt mT e o i sk ek 55 3 ot
A A RER Y T 2 B A Wi H TG YR 2%
KIZAVER G, AT W ApoC I £ K 5 MR )% R o BT
REREZSHIN BN H W =EK T2 E C31756
17 55 BRI A, 38 5 IR B AR A BRI B R o

AHE T, £ AR A ApoC™'™ \ ApoC ™% 3 [K] 7 Ja]
H5REEE . REEREA - KEEREAKTEL
5, C3175G R L S MEFE TC /K F## CC < CG <
GG Jtm %, /£ HDL F1#% CC > CG > GG £k
B EERY TSI FE L (P >0.05) ; T3206G
ERZESHAEZ MK FRE, ZRB TR
BOGAHR TG MM AR R G &S ERA
fERHEREAVRZE E R E AT mmEH .. 9%, 6%

RIFRHEAR 2 ORISR U — P IE s 4 R .

AHFFLF B ApoC Il C31275G 2 75 11 Al A b 2
S AN A (8] H i = B KPR R R RS BR o, S B
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TR O 000 0 LA E A
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