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extensive interest in the field of disease study.
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Metabolomics ;

Cardiovascular Disease
Metabolomics is an emerging system biology following the genomics and proteomics, which has attracted

"H-NMR as an important technology of metabolomics, is widely used be-

cause of its high speciality and sensitivity, simple procedure and lossless to the samples. Cardiovascular disease is an im-

portant part of human disease, and this article reviewed the status quo of its advances in cardiovascular diseases.
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