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[ ABSTRACT] Aim To investigate the relativity of interleukin-6 gene—572C/G polymorphism with combined hyper-
lipidemia in Zunyi Han Nationality. Methods -572C/G polymorphism of 100 combined hyperlipidemia patients and
100 healthy individuals were tested by sequencing after polymerase chain reaction. Results Age, gender and blood
sugar had no statistical differences between patients group and normal group, but blood lipid index of combined hyperlipi-
demia patients was higher than healthy individuals( P<0.05). The genotype frequency and allele gene frequency of IL-6
gene —572C/G showed no correlation between patients group and normal groups ( P>0.05). Total cholesterol (TC) , low
density lipoprotein cholesterol (LDLC) , triglyceride ( TG ) /high density lipoprotein cholesterol ( HDLC) and TC/HDLC
were different between CC and CG+GG genotype in the normal group(P<0.05) ; others had no differences among the two
groups. Conclusion There was no relativity between IL-6 gene =572C/G polymorphism and combined hyperlipidemia

in Zunyi Han Nationality. The —572G gene was not an independent risk factor for combined hyperlipidemia.
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A (=2 mL) #% & F-20C,
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FAR ] £ 58 R Mk FE B 41 DNA 32 B, —20°C 1%
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1.5 PCR #1&

L5 4 5'-GGA GAC GCC TTG AAG TAA
CTG C-3'(22 bp), Tz 5l 4 5'-GAG TTT CCT CTG
ACT CCA TCG CAG-3'(24 bp) , ¥ 3 7= 4163 bp™’
30 pL K M A 2xMix 15 pL, £, T W 3 #
(10 pmol/L) % 1 pL, 4K DNA 2 pL, T & & F Atk
JERAARE 30 pL, KR4 :95C T & M 5 min,95°C
A 30 s,57°C 1R K 30 s, 72°C HE(H45 s 1B 3 35 K
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L RAR A TARNE N,
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LA EMEEMEEXEEMEZR; T H
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Ik ,P<0.05 K = 78 Rt FE X,

2 & R

2.1 laR&ER

EFMBALSRGA TR DESAESFH K
Bl ST E R LA ITFE XL (P>0.05), A
A% fig o 41 Y ofn g 46 AR [ TG TC & & i & A 2
B8 (HDLC) 1% % & fls & & L E & (LDLC) TG/
HDLC .TC/HDLC , LDLC/HDLC) ] ¥ & & T IE % xt
B4 (P<0.05;% 1),

1. EEXBA SRS S MAEHKKRF R (vxs)
Table 1. Comparison of clinical data between combined hy-

perlipidemia group and normal group(x+s)

IEFEAIRA ORGSR

2 (n=100) IFELH (n=100) P

(%) 50.12£12.70  47.23+11.97  0.099
/4 (f) 75/25 79/21 0.502
TG( mmol/L) 1.10+0.29 3.56£2.47  <0.001
TC( mmol/L) 4.19+0.54 5.87+0.95  <0.001
HDLC ( mmol/L) 1.34+0.48 0.96+0.10  <0.001
LDLC(mmol/L) 2.40+0.57 3.8420.42  <0.001
2315 A (mmol/L)  4.68+0.48 4.66=0.51 0.563
TG/HDLC 0.89+0.30 3.88+3.37  <0.001
TC/HDLC 3.37+0.79 6.21x1.45  <0.001
LDLC/HDLC 2.00£0.67 4.06+0.73  <0.001




906

ISSN 1007-3949 Chin J Arterioscler, Vol 25,No 9,2017

IL-6 E[E PCR # 1%
1AL TN IL-6 FEE 31X, 4163 bp,
HL VKA S 25 R R AF (B 1)

2.2

163 bp

B 1. IL-6 B E 5 3 F X PCR =¥ B ik &
Marker,1.2.3 .4 & PCR }‘\”%,5 S B et e
Figure 1. Electrophoretic results of PCR product about pro-

M 5 DNA

moter region in IL-6 gene
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AR NE

WL -572C/G i 3L AU (X* =2. 172,
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Figure 2. The sequencing results of —572C/G in IL-6 gene
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R2. RAESREMEASEENRA IL-6 EFE-572C/G
R ZEER
Table 2. Comparison of polymorphism about —572C/G in IL-6

gene of combined hyperlipidemia group and normal group

FERTI (%) ] SRR
a4 4@ n

cC  CG GG C G
TEH# X R 100 54(54) 41(41) 5(5) 0745 0255
IRAAERRIAEZ. 100 63(63) 31(31) 6(6) 0785 0215
X> 2.172 0.890
P1E 0.338 0.345

33 i

—SEHES ARG AH o 356 P 22 2 2 R i AL It g
KR E R, 40 1L-6 2L K ApoAS F&[AH | LDLR
FEPIAENT ) TL-6 2 0 E I F % — ol o 2 40 i 1A
TR AERAR Z IR 1L-6 JEHE 3 1 X
(22 25 5 22 Bl A OES ) o s 3 7 IX Y -
572C/G 275 5E M SR M BT /R %
VR R G R TR TR S A A G

*®3. RARBIIEAMIERMRA-572C/G R EEEE! 8 mA5 K F L (vas)
Table 3. Comparison of blood lipid level of different genotype about —572C/G in combined hyperlipidemia group and normal

group (x+s)
o TEH X RRZH (n=100) TRA TR AR AEZH (n=100)
CC FEp# CG+GG FEH 1Y P CC PN CG+GG FEH 1 P

TG (mmol/L) 1.06+0.28 1.15+0.30 0.139 3.69+2.72 3.35+2.01 0.762
TC(mmol/L) 4.08+0.56 4.33+0.49 0.008 5.92+1.13 5.78+0.51 0.960
LDLC( mmol/L) 2.29+0.59 2.52+0.53 0.030 3.86+0.44 3.82+0.40 0.997
HDLC ( mmol/L) 1.39+0.57 1.27+0.34 0.763 0.95+0.11 0.98+0.09 0.518
TG/HDLC 0.83+0.27 0.96+0.31 0.031 4.11£3.90 3.47+2.19 0.915
TC/HDLC 3.22+0.83 3.55+0.70 0.041 6.36+1.72 5.95+0.75 0.436
LDLC/HDLC 1.90+0.72 2.12+0.60 0.116 4.13+0.80 3.93+0.57 0.424

AR AT IF ST A R BT I B 45 B (TC TG \HDLC
F1 LDLC) Z TR & 52 M0 i 3l 8 K, {H TC/HDLC B
F1 LDLC/HDLC FAE 32k B v AH [ Pt 2 ot 1) 52 i ¢
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—572C/ G FEPH Y A5 A5 F PSR 19 40 A 22 57 T 40
= X (P=0.338 F1 P=0.345) ., 1E% X} BEZH N
CC %y TC .LDLC . TG/HDLC Hl TC/HDLC 7K
EEUETF CC+GG HFBAEK, 27 HA G E R
Y (P<0.05) , H CG+GG HH KM TC 5
CC 4l FAMARH L B A R 8 3% 22 5 (P<0.01) , H
REAEFAEM A P CG+GG HEHFIAMEL B T CC
i s AR H 22 R G2 X (P>0.05) , AT R
5N X 25 5 18 1% i R A6 st A7 7 iR B 1) 3 R
TR R A,

AW BN, e UK IL-6 JE A -
572C/G 225 5iR G 8w Mg I 2Z [8) S 7778 48 5
PE B2 0E AR —572G S5 07 5L 5 5 1 TC .
LDLC ., TG/HDLC #1 TC/HDLC /KB i & T CC 3t
PAIAN AR —572G S5 55 P n] B8 7T LA 51 A 4R 1fi i
K5

6 I % 5 DR A A B 1 T o= A INE 1) 995 PR

SR A OB I 0 1 B I 4 T — 2 B JEL B
B, BRI 2B 58 ARG A m g i
SIE TCAH DG | (R 2 2 7 A5 A7 AL P R B 3 2 5, 7%
B FAEAR K 15 o e 5 b 3 %) 8 5 0 9 IR S

TR0 =3 DR I AE 1995 R 43 52 4%, AR I 5 A
X IL-6 JEF -572C/G i i 2 A0 51R A 7 & 5 i
i (1) 6 R AEATERT, WIE R A% XoF 385 SC i DX DU N FE
1L-6 3L H -572C/G {7 15 FE PR AU 538 & 80 & g I A
(K26 2 A — 1 T AR, IF H o8 B S R A
TR R A 78 i M L E Y & A 4R 4 T T B R B S
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