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[RgE] AEAe%m, HEABK,; SYNTAX #2%5; Bk

(& E] BHE NEBTACLKIRA(SAP) B4 b R HRBRAT 5 EKRAIK SYNTAX RS0 X 2, FHiE KA
Ja ) A BRAF 53R 3, ¥ 120 ) SAP & 3% 4 SAP 48, B A1 S84 PR T B ag 120 )4k AR 3R sF R 4E . SAP 4T A
KANPRIE RS AIE SYNTAX AR (SS) 2 A& SS 48 F SS 28403 SS 20, b4k SAP 485 % B 2006 SR F 4, JF 1t
B SAP & T8 5 3t 4L IE SR A, R Logistic ©1)2 247 SAP ¢4 % v Bl & & fo ¥ H R B 5 SYNTAX BRoyeg % &
5B SAP A& % AR G2 E B (HDLC) /K -F A R AK T 2+ B 28( P<0.05) ,1& % B s & & 2 B B2 (LDLC) . &4 C
B_RL %8 (hs-CRP) | o ¢ HH B KT B & T84 (P<0.05) , SAP & 28 %5 %+ #& 21 HDLC LDLC . hs-CRP #=
HRB KT 2739 A %t F &L (P<0.05), Logistic B2 547 % =, M & fn 3 H R B2 LDLC, SYNTAX #2 2 #% 3%
% ,SAP ) B R A ¥ et A Y f H R B (OR=1.146,95% CI:1.013 ~ 1.246 ,P<0. 01) 4 *F . % SYNTAX #2454
T EE, &g R HRE LDLC SYNTAX #2452 SAP 69%m B &, 2L b o 2 H A8 4 F . % SYNTAX A%
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Relationship between plasma glycine level and coronary SYNTAX score in patients

with stable angina pectoris
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[ ABSTRACT] Aim To observe the relationship between plasma glycine level and coronary SYNTAX scores in pa-
tients with stable angina pectoris (SAP). Methods Using case-control study design, 120 patients with SAP were as-
signed to SAP group and 120 age-matched and gender-matched physical examinees were assigned to control group.  Coro-
nary angiography was performed in SAP group.  According to SYNTAX scores (SS), SAP group was divided into low SS
group, middle SS group and high SS group.  The clinical data of SAP group and control group were compared.  The clini-
cal data of SAP subgroup and control group were compared by variance analysis. ~ The influencing factors of SAP and the
relationship between plasma glycine and SYNTAX scores were analyzed by logistic regression. Results High density
lipoprotein cholesterol (HDLC) in SAP group was significantly lower than that in control group (P<0.05) , low density lip-
oprotein cholesterol (LDLC) , high sensitivity C-reactive protein ( hs-CRP) and plasma glycine were significantly higher
than those in control group (P<0.05). There were significant differences in HDLC, LDLC, hs-CRP and glycine levels
between SAP subgroup and control group (P<0.05). Logistic regression analysis showed that the prevalence of SAP in-
creased with the increase of plasma glycine, LDLC and SYNTAX scores, and plasma glycine ( OR=1. 146, 95% CI;
1.013 ~1.246, P<0.01) was an independent predictor of moderate and high SYNTAX scores. Conclusion The
plasma glycine, LDLC and SYNTAX scores were the influencing factors of SAP, and plasma glycine was the independent
predictor of high and medium SYNTAX scores.
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RIFEFETE LR ( coronary heart disease, CHD) 4§
sh ki EERE AL (atherosclerosis, As) TEF IR MY & 4 K&
JRHESCHEE T, As B9 BRAS AU AETE S 0E 1Y FE A
FROE, DR BT 25 SO B sk AR B DL I & B B e 1) 2
T B A8 T 8, A A E A B K 5 PR A BT Y
25 ISR B, WG B sh fe s A s B Y
As BYFERE , e 40 a sh 0 As #5405, R0 o3 ik
— IR, PSRRI & As Y R AL &
Jf ( stable angina pectoris, SAP ) F1 ZR J2& 76 Uik 3854
A RS EIA AR, Rt T30 HERR IR 51 SAP
e F B R T 0 1L A SR B I R S
JFR TR G SAP B S EAE bR B, A5
WS SAP B3 13K H AR 5 b AR 2 ko 7 ™ o
DG ZR |, A e Lo 1R R0 B i B2 TR AR

1 B{RFFAE
1.1 #RH

¥ 2017 4£ 10 A Z 2018 £ 6 A # 2 Uk b 1y
120 7] SAP & 2 W Z 41 (SAP 41), SAP 9 #r
R A5 41 A0 ALk B B0 B0, 1k B E T A R
B m T Z A BRI R E =1 AR R B kad
HETAER RO EERKRE =50% , Hh e
o HILAE BT, K 48 M B AT K S T TR G AL R
JER . TR AR B IT R By 120 ) RS E R
# L 0 e E RCRTR 3h 3 IE e A R AR O At R
4, WHAHEBRTE, ARERBERLE; REX L&
Al MR 5 tH i MR R N RT 12 B A F R B4
15 5 FE 6 o 8 4005 BTV B 5 RO M 9T 2K RO R
LW, AARETRENEE R 2H0E, RAE
FHRAGmEREAHEEZRES,
1.2 BREBKER

TR B kg % R A A Judkin s K, 7R 20k
EMEEL I (BFEERRIETFT AWBEL £
B X AR KA LX) FAEMEERE,
CTREGKEMT 0% HHEZ AR EYH
%, KA Seldinger F R H A, FF | 77 AT A AU A2 34 fik
Allen R0, 2 & W B2 30 BkAT £ A AR 20 k& %,
TR Bh Bk R A2 R SYNTAX 2 4 ( SYNTAX
score, SS) A4, MW LE T F 880 AR N NE
HERE  EAEFNERE LR ERELER S &
B, 1 SYNTAX iF 4 M 3F ( www. syntaxscore.
com)2. 1 JRA SS It H &, d AWK 2 fikm L B A
=1.5 mm, 1% B F =50% W 7ok 35 fiom & 34T 0
FE ., MRAE SYNTAX 02 H 1K SS 4 4 SS 41 A1 g

SS 41, SS<22 4N 1K SS 41,22 4 <SS<32 4 ¥
SS #41,S8>32 4 N & SS 4,
1.3 SRS EIEHR

RERA R 12 h # ki 5 mL T EDTA $ik
BMEZRXMEHF,F1hKRE 4000 g & 10 min,
SEMLE FHT-80 CkMthfE, SAP LAH T
R B fkiE % 5 B, R NI R R w s A #
Jcdn € 5 R By ofn 48 e T R K it R, R A
B £ U 2 B C XN & & (high
sensitivity C-reactive protein, hs-CRP) . & i [
(total cholesterol, TC) | H i = B ( triglyceride, TG) |
AVEF 1K % g & & 2 B B (low density lipoprotein
cholesterol, LDLC ) #2 & % & Jig & & f2 & B ( high
density lipoprotein cholesterol, HDLC) , % Jf B 5% %
T B R N o 3 H AR KGR
1.4 FiFZESDH

KA SPSS 22.0 it K AT B ik, £ LR E
Plwes AP B(H 25 % 75 B o) £ 7,
BAMMEENHRBHTH* - FNRITRE,
EASSAMITER AR LR KA ke, % 4
ECR A 7 2 SR UM R R E 2k
LU R A, kA Logistic B 3 447
SAP W% W B R X # BB 5 SYNTAX R 4 4y
KR,

2 # R
2.1 SAP AE5XRBANGEKFRELE

PRZH A 0% PR3 AR 5T 48 X (body mass index,
BMI) .TC TG N ¥ B s & FR K (N terminal pro brain
natriuretic peptide, NT-proBNP) &5 Jo4t 11245 X
(P>0.05) ; PR & L BE PR I8 0 s K il o )
DTbK % 38 1 BEL 590 i A8 5 5K 2 A i 4 ) )
(ACEL) B ZARBHME 7, 2 5 EG I 2 L (P>
0.05), SAP #1 HDLC 7K~F-HH AR %5 B ZH , 1fij LD-
LC . hs-CRP /K-F & FXF B4 ( P<0.05) , 1L 3% H 2R
AP HLRE & TR 22 A it 27 5 L (P<0.01;
#1),

2.2 SAP &IASXRANKE# LB

PER RIS BMLBE JR | 1L W B TC
TG MR FEA AN ER TG I FEL (P>
0.05), K. " /& SS 4 hs-CRP \LDLC FlH %
FiR /K 25t 2 3 T X BE AL, LSS AR hs-
CRP LDLC FIH 2R /K34 2 2 v THIK SS 4,
5SS 4 hs-CRP \LDLC FH &Rk -3 i &
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TrhSS i #F . B SS HHEFH HDLC I BR T H4s
=HHEHF (P<0.05) ;1 SS 4H #F ) HDLC 51 SS

R TC B EYE(P>0.05) (B B KT % R4
(P<0.05;3%2) .

*F 1. SAP A5 RAIGKE R L

Table 1. Comparison of clinical data between SAP group and control group

I R XFHRZH (n=120) SAP #(n=120) /el P
AEW (%) 51.90+7.65 52.50+8. 12 1.136 0.276
B4 (H) 92/28 89/31 0.202 0.653
BMI(kg/m?) 24.32+3.23 25.23%3.09 0.895 0.272
FIMELBI(% ) ] 66(55.0) 77(64.2) 2.094 0.148
BEPRIF [ (% ) ] 22(18.3) 26(21.7) 0.417 0.518
WA (% ) ] 64(53.3) 61(50.8) 0. 150 0. 699
TC(mg/dL) 248.50+30. 06 253.83£29.75 0.937 0.626
TG(mg/dL) 186.42+15.30 201.35+16.48 1.270 0.437
HDLC(mg/dL) 47.3527.60 31.25+6.70 2.035 0.015
LDLC(mg/dL) 143.16+20. 16 176.24+25.32 2.346 0.013
NT-proBNP (ng/L) 97.36+7. 65 101.51+8.43 0. 894 0.125
hs-CRP (mg/L) 1.07+0.13 2.03=0.11 3.653 <0.001
H&E# (ne/L) 11.08+1.73 19.16+1.66 4.230 <0.001
MR (% ) ]

FA] ] DE AR 13(10.8) 18(15.0) 0.926 0.336

Y65 358 3 LT 711 24(20.0) 25(20.8) 0.205 0.872

ACEL 15(12.5) 24(20.0) 2.480 0.115

B AZ A BEL ) 32(26.7) 45(37.5) 3.232 0.072
F 2. SAP EMASRBAIGKER LR
Table 2. Comparison of clinical data between SAP subgroups and control group
Iéa PR BT} MM (n=120) K SS#H(n=48) F1SS#(n=34) SSH(n=38) F/xMH P
WL HI(%) ] 92(76.7) 30(62.5) 22(64.7) 24(63.2) 0.432 0.503
ERR (X)) 51.90+7.65 51.25%6.50 52.30+6.75 52.42+7.50 1.366 0.125
BMI(kg/m?) 24.32+3.23 24.50+3. 10 24.35%3.23 24.83+3.36 1.120 0.122
BEPRIF [ (% ) ] 22(18.3) 10(20.8) 8(23.5) 8(21.1) 0.645 0.364
LR (% ) ] 66(55.0) 29(60.4) 23(67.6) 25(65.8) 0.620 0.408
WA (% ) ] 64(53.3) 26(54.2) 17(50.0) 18(47.4) 0.605 0.467
TC(mg/dL) 248.50+30. 06 251.5026. 60 252.50+28.39 252.81+31.72 0.924 0.585
TG(mg/dL) 186.42+15.30 204.56+9.25 209.37+7.90 212.50+9.17 1.232 0.327
HDLC(mg/dL) 47.35+7.60 34.23+3.12 32.75+3. 60" 35.06+3.30" 2.027 0.016
LDLC( mg/dL) 143.16£20. 16 172.50£15.33*  177.48x12.50"  182.53+18.74"  2.318 0.014
hs-CRP (mg/L) 1.07+0. 13 1.81+0.07" 1.92+0.08" 2.67+0. 12" 3.550  <0.001
HE&EM (ng/L) 11.08+1.73 12.57+2.10° 14.48+2.23" 21.50+2. 85" 4.123  <0.001
L[ H(% ) ]

o] ] L Ak 13(10.8) 7(14.6) 5(14.7) 6(15.8) 0.820 0.379

55 3P 3 LY 7] 24(20.0) 11(22.9) 6(17.6) 8(21.1) 0.312 0.790

ACEI 15(12.5) 9(18.8) 7(20.6) 8(21.1) 2.143 0.106

B Z B I 32(26.7) 16(33.3) 14(41.2) 15(39.5) 2.850 0.061

a i P<0.05, 5% RALHE ;b O P<0.05, 511K SS 4l HdE ;¢ i P<0.05, 5 SS 4l H
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2.3 Logistic BIYF4r#7 SAP B MME =
DI SAP fE R AR (2 =1,7=0),

RUIAERE BEPRIE L & IILE5% 52 hs-CRP (HDLC &
Giitaf i S, LDLC H &R SYNTAX FUrA Giil2#

4% HDLC ,LDLC  hs-CRP . H & 8 . SYNTAX FH/43
SRR PRI | e I S SR A S AR i (S =
1,75 =0, IBVENZIR) 4T Logistic [BIIH#T, 45

% 3. Logistic [E 35 %7 SAP WA=

=X, B LDLC H 4 . SYNTAX FH/r ik SAP
BB R A B R (£ 3) .

Table 3. Logistic regression analysis of influencing factors of SAP

K% B SE Wald df P OR 95% CI

EH 0.615 0.415 2.783 1 0.087 1.070 0.834 ~1.253
Y PR 0.720 0.432 2.821 1 0.075 2.013 0.802 ~4.126
o 1ML 0.635 0.754 0.762 1 0.367 1.840 0.450 ~7. 643
hs-CRP 0.532 0.836 0.810 1 0.215 1.506 0.643 ~5.120
HDLC 0.575 0.823 0.937 1 0.258 1.549 0.592 ~3.328
LDLC 0.092 0.045 5.437 1 0.020 1.036 1.025 ~1.136
HaEm 0.065 0.038 6.346 1 0.033 1.087 1.017 ~1.180
SYNTAX 74 0.052 0.017 8.460 1 0. 005 0.959 0.942 ~1.054

2.4 IMFHKIFEES SYNTAX BBOHXFR

DLUAE % OB PR 9 52 & I e 9% 5B | hs-CRP
HDLC \LDLC , H 2 2~ H 28 &, SYNTAX #4550 [
At AT Z o0l A 50 B, 25 R W] LDLC (hs-CRP |

ThSr BN R (£5) o

% 4. SYNTAX BRoH & &R VT 53

Table 4. Multivariate linear regression analysis of syntax

HEIRS SYNTAX BUMBSI AT (F4), LI SYN.  Integral

TAX BUMFAE R AR & DIAEIR BRI B T-stat P
Eﬁi ~hs-CRP _HDLC . LDLC H%Mﬁmﬁi , 2 LDLC 0.021 3.125 0.041
Logistic [ 9) 47 W, H4M (OR=1.146,95% CI, " CIF 0.045 3.670 0.036
1.013 ~1.246,P<0.01) Jyih % SYNTAX Bispy AR 0.073 523 0. 007

F* 5. SYNTAX #4KI% 5T Logistic B35 7

Table 5. Multivariate Logistic regression analysis of syntax integral

K% B SE Wald df P OR 95% CI
EH 0.647 0.425 2.560 1 0.079 1.021 0.810 ~1.195
Wi PRI 0.658 0.512 2.305 1 0.067 0.956 0.857 ~3.460
R IR 0.023 0.053 0.190 1 0.663 0.987 0.912 ~1.052
hs-CRP 0.002 0.006 0.573 1 0.446 1.003 0.915 ~1.026
HDLC -0.024 0.049 0.189 1 0.523 0.967 0.823 ~1.021
LDLC 0.308 0.765 0.132 1 0.635 1.246 0.212 ~6.470
HHER 0.135 0.027 22.167 1 0.009 1.146 1.013 ~1.246
3 W ® DESEAM B HAHE - ARKEFSER

HRRIEEE A R H oy, B TR R
BR > AT RE R, AT i IR AR L 24 AR
T4 R AR I IE B B I Y IR A 2
B2 5 MEH Ik LR e S5 Z R 2R ML G
P e RSN BH &R, A7 T MO

i A1 A EAE T, LA 4 26 ) 27 S 5 4K 9 g o
S M NERES S XD HEARBS S As WE
B, CA AT R LW 40 R 00 s 2248 | P 4 i Y
MR IR FE A F (tumor necrosis factor, TNF-a) V-1
HIL40 00 A4 3 1B (interleukin, 1L-18) ¥JREE
HEH R A H &R TE S AE F i 55 5 o &
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HE—EMPERTY

TEE Lo A — o R E AT 19 ) kA Ak e i | 2
FhAPEAM A RS 5 | e+ S K AT R AES 5,
S5 KBEHIY B B2 AR TE L, As 5 RIE R
LB YIAH G SR B0 Ik i 45 P4 Bz 32 461 5 | 7S 4% 41 i
RAE T RAEA T A B, 1 — 254 0 3l ik o A B 0
RCR RS AT B, RERE L S B B R A T A
5 PR SRR O, FETE T s Ik ok FE B 1)
L WG A0 LR PR A0 M ok B T R A L, AR % g
F R T2 00 i T SR 175 5 000 V0 PR A AR 4
TERS R IMAE PN BT, AR 200 0 40K 11 5 Ay 5 0k 240 i
FAWENG TR, SRR SY R, H R 2 ek 3l
ok s £ 28 O B B g 1 21 2 v 3R 3K B = B 1 B
JZ— , TNF-c 7] 7530 105 20 B o3 o H 2, 3 1
SR L IV 200 it A0 i o 440 i =2 ] A R B AR
PRI ORI K KR

SYNTAX FRA3 2 DA SEEAR 20 ok At i) o 3 E’J%f%{
ARG, Al 4 HPPAG B A0 5 IR Bl K A 3 R
PO A B Fe bR, AR 4l SYNTAX iﬁﬂ@
A AT g T g R Bl ko AR AR BE B A Y 1Y IS
ﬁﬁT 07 SYNTAX FL43 AN fig X 528 .00 95 & 24 1k

éﬁ&,Tﬂﬁb%Jm,%%‘@ﬂﬁﬁJﬂzkﬁml%%%ﬁlﬂ%,
i&%f@bﬁ%%%t%*ﬂﬁz%%&ﬂ%ﬂj?ﬁ?ﬁlﬂ%%o
H AT, H SYNTAX B4R PEAN Je 0o 95 1) ™ o 7 B ) 7
E A RRA R Rz

AHFFE KB DSAP 41 HDLC HH AL T X fd 2l
LDLC .hs-CRP & F %} 4] méﬁﬁa%ﬁ%@iim
TXF R, $7% SAP & 113K LDLC  hs-CRP J H
QRT3 H AR KT T 5 T BEJ& SAP B3
PEME RAEIR S LSRR X5 Waern 251 O 77 45 51
HH—%2, @QLDLC. H % R SYNTAX FH/r & SAP 1y
SRR B LDLC , H 2 MR  SYNTAX B 1 &,
SAP A BN $EOR SAP B I K H &
iz SYNTAX Fr347H i .

ARG IE— R A Logistic [B1H43H7 M3 H &
MR 5 SYNTAX FHAr ¢ &R, 45 R K W, LDLC | hs-
CRP H&MR 5 SYNTAX FLrgh 37 4156, i 3¢ H &
B A v SYNTAX R30Sz 3500 L & (OR =
1. 146 ,95%CI 1. 013 ~1.246,P<0.01) , $&/R B
hs-CRP X 5 0o A2 W (., 5 7R 20 ko 22 ™
FEA O AR H 2R A7 Bl T2 Wi & 9F 5 SYNTAX R
G310 SAP B X EEALEE 0o 75 I B B e AR B ik ke
ERTFEATRMZHNE, BE%E AR
S, OB R AR i 3 el IR B ke A SAP f&
R IS T UGS, ot H 2 R S A L A I PR

e de s, RO 2 H 2R B 8 =5 Y SAP R R
WE— 2 ORI B0 ok v 5 A A

AW A AETE R B iznﬁézt%ﬁfl\, ) T K
BEAR T — A5 B0 UE 5 85 T 1T 350 A 43 AT O I 4 I
TS A, M TFHES TG Tt — 563

gi brd 2K H &R S SAP 3 ik sh hkopk
EAEAE AR B VIAIE, & SAP A 3F 5 SYN-
TAX B HR 5 (ST fE 6 TR R B SAP (83 Ik 3
ik ™ EE A A TR R TR R
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