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Expression and significance of serum long noncoding RNA n342721 in patients with

acute myocardial infarction
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[ ABSTRACT] Aim To explore the expression and clinical significance of a novel long noncoding RNA n342721
(IncRNA n342721) in the serum of patients with acute myocardial infarction (AMI). Methods The expression of In-
¢RNA in serum of 5 patients with AMI and 5 cases without coronary heart disease (non-CHD) was detected by using Hu-
man Transcriptome Array 2.0, and 6 up-regulated IncRNAs with different expression levels were screened out.  Further
verification and screening were carried out in serum of 20 patients with AMI and 20 cases with non-CHD and Jurkat T cells
in vitro, and the most different IncRNA n342721 was selected for the study. In order to explore the clinical value of In-
cRNA n342721, the serum IncRNA n342721 expression and clinical data of 60 patients with AMI and 60 cases with non-

CHD were analyzed.  Furthermore, IncRNA n342721 was overexpressed and silenced at T cell level, then the changes of
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inflammatory cytokines such as interleukin-6 (IL-6) , IL-10 and tumor necrosis factor & ( TNF-a), and cholesterol trans-
port related indexes such as liver X receptor B (LXR-B), ATP binding cassette transporter A1 ( ABCA1) and ABCGI
Results Compared with non-CHD, 296 up-regulation and 74 down-regulation IncRNAs were detected
Among the 6 selected IncRNAs, IncRNA n342721

The re-

were detected.
among differentially expressed IncRNAs in the serum of AMI patients.
was selected as the main research object, which had the greatest expression difference in serum and T cell levels.
sults of quantitative real-time PCR showed that the expression of serum IncRNA n342721 in AMI group (n=60) was signif-
icantly higher than that in non-CHD group (n=60) (P<0.05).
IncRNA n342721 was closely related to the occurrence of AMI.

Further logistic regression analysis showed that serum
After construction of IncRNA n342721 overexpression
lentivirus and transfection of T cells with small interfering RNA, it was found that, compared with the control group, the
expressions of TNF-a and IL-6 increased in overexpression group ( P<0.05), the expressions of IL-10, LXR-B, ABCAl
and ABCGI1 decreased (P<0.05), the expressions of TNF-a and IL-6 decreased in silence group (P<0.05), and the ex-
pressions of IL-10, LXR-B, ABCA1 and ABCGI increased ( P<0.05).

cRNA n342721 may promote the occurrence and development of AMI by promoting immune inflammatory response and in-

Conclusion As a new biomarker, serum In-

hibiting reverse cholesterol transport.

2P0 WLAE FE (acute myocardial infarction,
AMI) & —Ff ly eI 2l R RE B 8¢ T 1l it A BEL 2
M 5 Jm 5 S O WL it P 453 0 1 5, R E
JA P N S B R 2~ H A
FEXE AMI B9TR YT T 24045 28 B IR 3 ik AR BB
AP A () HUEEIA T 50 i LS K JH AR
FaE BEde (B2 AMI B3 1 A R AL T R AT) 8K
FAT . P, #E— 2B 5T AMI B &R HL, 54k
BT o PR B R L, KRR Y
RNA (long noncoding RNA , IncRNA ) & — 25 K &
d 200 MZAT R B9 AE i 5 RNA, S 9] AATTA R In-
cRNA 7 - 9 % 25 11 B2 19 D BE Bk O =& “ R W dr
P B AR SRR AT IncRNA BFF 5T A9 AS I IR
AGAEIAR IS B35 IncRNA AE A 3 B AE U1dRic 4
TESIRIZ W TS BRI P R R AR, Wi,
ABIFFEANIE S B PR B 20 A AMI S IS IncRNA
215, TRE IncRNA fE A 1E S —Fh B 8 AR Prdn i
W25 AMI kA KR, D im R AMI IR Y7 5408
Ly

1 JRATTIE
L1 FFRI&K

ARG SN 4L 2018 4 12 A F 2020 4 6 F
EMATERAZFRIER COLEARBRDL HE R
AT AR B ik % # 130 ), 3% 3E & L R ((non-coro-
nary heart disease,non-CHD) 41 65 7] , AMI 41 65 |,
H 43K IncRNA 2 B % 204 non-CHD 41 7 AMI
4% 5 l, &A1 B )& £ IncRNA 4 3 247 non-
CHD 41 /7 AMI 414 60 1], AMI 41 # 41 # & £ ST
B 45 % A0S WLAE 3L (ST-segment elevation myocardial

infarction , STEMI)40 1] #1 2 [ 4 ST £ 45 % & O AL
& 4 (non-ST-segment elevation myocardial infarction ,
NSTEMI)25 ], #e Br A7 . 7 2 8 AT B 2 8 1
FIER R MR O ) TR T E S I RO
FERRAYE SHEME LRRAZMERFE &
REZRGERF, AAREHEFRENEE 0T
RES 2uyERKRFETERIERTTBES
Rk,

VAR ARAE T AR 2010 £ 11 A KA AE
RIS BTATE, A KRR R e 0| B EER
FfkEHERIEEZED 1 LSRR SR H E
BT NERE =50% 1 B4 D I8 /&0 d ok
By ik B A 52 R B Bk £ R E <50% # VBT A
non-CHD ; AMI RAE 2018 £ B0 M & IR F 4 ( Euro-
pean Society of Cardiology, ESC) & A7 By 1 W 4% &
B,

1.2 —RFA B R EY L FHErRi &

METAMN TR R E — TR EEF
R EARRIN(EZERMEAE) REE 5
mE & B R R, W R F IR AR R R
Ja it # BN K3 B AL g4k Ik & ( N-terminal pro-B-
type natriuretic peptide, NT-proBNP) .C &k % & ( C-
reactive protein, CRP) /& JLAL45 & & 1( cardiac tro-
ponin I, ¢Tnl) | AL B #% B [F T B ( creatine kinase
isoenzyme-MB,CK-MB) | X |1 4 2 B 2 X 4 % B
(aspartate aminotransferase , AST) . i L B ( serum cre-
atinine , SCr) . /& B (uric acid, UA) . D-= KK 1K %
JE fi8 % & BB [ B2 (low density lipoprotein cholesterol ,
ILDLC), & % & fe & & 2 B ® (high density
lipoprotein cholesterol , HDLC) | 4% ft. ifi. 2T & & ( hemo-
globin Alc,HbAlc)



208

ISSN 1007-3949 Chin J Arterioscler, Vol 29,No 3,2021

Fra AT RER RERE, A FEHNRE
BEWEREFERSEF#OD S mL, £ R & 30 ~
60 min 5 3 000 r/min % 15 min, ¥ & M % B F
-80 C4& A,

1.3 FEREKER

AR EF AT TERCARAFE L L
B Ar v 58 % 5, KA Judkins HATA H A
W HER, BED 2 4 HE KW IEFIT &R
Rk ERE, TENERDREHE . AT AW
M AERIEAERR I E L AL 20
AX B ENERL EEL,

1.4 IncRNA EREEF 2

ARHF R B RNA R BRI, 3 & 48 _E i H 9
FREEAARATH#AT, KAALLEZTAL
2.0( human transcriptome array 2.0, HTA 2.0) # K
A4 5 ] STEMI #8 5 fi] non-CHD 4 J& 1 7

IncRNA # 7 % %k i, A limma & 347 £ 7 2 H 4
Mot EERARE R EEAKT(PHE) LEHE L
(fold change)
1.5 RNA ZREUFILEP R X EE PCR

1% RNA 48 #8 RNA # B4 7l A Trizol LS 3% |
Trizol 3%, 2 KK E il & RNA R E, %4 A,/
Asgom £ 1.8 ~2.2 Z [Al BH AR A A FEAR, 32
X 7 & ( Takara /2> 5 ,RRO36A ) % RNA # 47 i # 5%
% %] ¢cDNA, A £t 7K F F & PCR( quantitative real-
time PCR, qRT-PCR) i 7| & ( Takara /A & , RR420)
B PCR By K BE (R 2, 3% A &6 9 4 1% E KB 2
7, A % K LightCyclerd80 %t & & PCR {4 |
RNA th & XL, U GAPDH 1E 4 A & AR#E 27847
HEMN KA E, L qRT-PCR Fr &5 41 )7 7] W
FEAETAERTIRAT TR, LKL,

% 1. qRT-PCR FTEHISI I F 5
Table 1. Primer sequence required for qRT-PCR

EIE/EA S 53" 514

53" FiiF514

IncRNA n342721
IncRNA 1340998
IncRNA n335659
IncRNA TCONSO11118
IncRNA TCONS013851
IncRNA TCONS000001

TAGACATGGAGCAGATCCCTCA
CCGTCAGACCAAAGGAACCAAG
CTCTGTGATTCCTGCCCAGC
GACACCCATATCCACGGACAAACC
CTCCAACCACGCCCACACTTC
GGCTGACTCCATGTATGGTGCAG

AGAACTTTGAGCTTGTGGCAGT
TGGTTGTCATGGTAGTAATGTCCTG
CAAGCCTCCTTGCCTGTACG
CCCAGTGTAACTCAGAACCGCATC
AGGGCTGGTGAAGACATGAGAGAG
GTTGGACTTTGATGGCTTCCTTGC

IL-6 CACTGGTCTTTTGGAGTTTGAG GGACTTTTGTACTCATCTGCAC
TNF-a TGGCGTGGAGCTGAGAGATAACC CGATGCGGCTGATGGTGTGG
IL-10 GTTGTTAAAGGAGTCCTTGCTG TTCACAGGGAAGAAATCGATGA
ABCA1 TTTTTGCTCAGATTGTCTTGCC TGTACTGTTCGTTGTACATCCA
ABCG1 CTCCTATGTCAGGTATGGGTTC AAAATCCCGAGTACGATGAAGT
LXR-B GTCACAGTCACAGTCGCAGTCAC AGCTGGACACCCTCGCCTTC
GAPDH CAGGAGGCATTGCTGATGAT GAAGGCTGGGGCTCATTT

1.6 HAE¥EFFFTF

Jurkat T 20 f | & 10% P& 4 ifn 7 ( fetal bovine
serum , FBS) By RPMI-1640 3 7= % % 37 °C .5% CO,
WMEREFHATER, B2 RER, THEKBT
ZIMA Rt IR AR 6 ~8 h, 4 M E 1%
10°/L # 4, F im N 1 mg/L #it CD3/CD28 ¥ 7 £ 4
WIEIR24 h VBT 4 ML, xR 234 R A Bk 4% o
7& ( phosphate buffered solution, PBS) T il ,
1.7 fREEE

525 B B9 IncRNA n342721 k%% & W F L

WEIEE R RAF, L 7 k% A
HHHAT, AReRERERE S}I07/L XT3 4
K 2 20 i B, B AR AR 48 M 4% % & %0 (multiplicity of
infection, MOI) (20,30,50,70,100) % & % # £ fu X
MW EEE AR 2h FER T AR R,
BAKT2~96 h A B GEE  E RAESS
HJLHF E MOI JF % £ & &= MOI #4T & & 528, it
HEAR R ERB =MOIx % E/FEME,
1.8 /NFHE RNA B

S35 IncRNA n342721 /M F 4 RNA (small in-
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terfering RNA, siRNA) 1 T~ N 801 & 4 B 807 IR
Oy E, F 3 N T # RNA Xt B (siNC ), IncRNA
n342721 /N F # 1 ( siRNA1, GAAATTGGCATA-
CATTTTG) /M F#f 2 (siRNA2, TGTCGTAAAGTGCT-
GAAGT) /N F 4 3 (siRNA3 , TGACAGAGATTTGC-
TACAT) , /A ¥ # % Opti-MEM ( Gibco /A ] ,31985-
070) %l & 5x10°/L By xt # & K H @ B & &,
Lipo2000 ( Invitrogen /A & ,11668-019) 4 % siRNA T
6 FLIR, 4 B 3R JE H 100 nmol/L, 523 77 ik 4% B 4
FRWHFHAT, B2 6~8h FEHENE 10%
FBS t7 RPMI-1640 3% 7= 3| 4k 42 3% 5% 48 h, fl ¢RT-
PCR 1l siRNA L2 20 &,
1.9 SitEHZE

K J SPSS 25.0 4 3 # 4 # AT S it A7, A
GraphPad Prism 8.0 # F xt #1EHATL H, T ER
Bl xes R TABRFBHATES R R, RAES
AT A Y B B R R LA R e A e AR

group
group
non-CHD

STEMI

MNIEZS AT B 7 4L 20 AE 18] A ok A 4F £ 4 Mann-
Whitney 4%, HHER XA X ik, 2EHEH S
K& K F = % 2% Logistic Bl VA 441, FrA P1EXA
FAM A F ,P<0.05 K 2 578 KT #FE L,

2 % R

2.1 AMI B2EIMBEFEZERKIE IncRNA

%t 5 15 STEMI 15 4] non-CHD Ifil7% IncRNA %
FHTA 2.0 E AR, 72K () 20 474 4> IncRNA
SR limma AL E 625 D2 FAH G IH2EE X
) IncRNA (P <0.05), #HR¥EAFEAEL>1.2 3
<0. 833, &5 non-CHD #f kb, STEMI H & IfiL 1 %
521K IncRNA HHA 296 4~ B, 74 AN, &5 58 a0
B IA(MZERZ) M 1B (KUK fis, B —
BRI 2,

B

ar +up(296)

X . -down(74)

o 3l .. ns(20104)
> * °.
© .
>I o
a oL
S X
o 8
-

0 1 1 1

-1 0 1 2 3
log, fold-change

El 1. HTA 2.0 25 EREE(A) FAILE(B)
Figure 1. Hierarchical cluster map (A) and volcano map (B) of HTA 2.0 analysis

2.2 AMI BEINE IncRNA n342721 RiZHEFAS

FE LR AMI B35 B 8 A IncRNA 1, 3R A1
HR A 8 R B0 8 R B & 1Y 6 1> IncRNA ##F—
S, 43 51K IncRNA n342721 1340998 . n335639 .
TCONS _ 12 _ 00021878-XLOC _ 12 _ 011118, TCONS _
00029192-XLOC _ 013851, TCONS _ 00000119-XLOC _
000001 ( A R #K K 18] 5 4 n342721 . n340998 . n335659
TCONS011118  TCONS013851 , TCONS000001 ), F& 138

it qRT-PCR 7E 20 {4 non-CHD #1 20 4] AMI 3 4}
AL HE — 25 B IE T 52 19 IncRNA £ ik, 5
non-CHD ZHAH Lt , AMI 1B IncRNA n335659 B3k
T RG22 548 (P=0.085; K 2C) , Hifth 5 4
IncRNA : n342721 , n340998 . TCONSO11118 , TCONSO013851 .
TCONS000001 FY 3K 73 1| 4 i 2. 42 1156 ,1. 60, 1. 95,
1.9 1% (1 2A B.D E.F), 2R A5HrE X, HY
AR B, BERTORINGR 3 R,
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2. T HTA 2.0 9—BIERA#
Table 2. General clinical data for HTA 2.0

I H non-CHD ZH (n=5) STEMI 4 (n=5) Pl

B 2B 5/0 5/0

i/ % 58.80+6. 83 60. 80+4.49 0.599
LS/ T (% ) ] 0(0) 2(40) 0.444
BRI S/ [ (% ) ] 0(0) 2(40) 0.444
WS/ [ (% ) ] 1(20) 1(20) 1.000
4R/ (x10° /1) 7.13£2.26 9.07+2.12 0.201

Fr PRI (x10%/L) 4.68+1.99 6.91+2.28 0.138
BRI/ (x10°/L) 0.44+0.08 0.63+0.25 0.135
REL A/ (x10° /L) 1.88+0.45 1.42+0.32 0.098
NT-proBNP/ (ng/L) 94.87+63.94 89.24+70.97 0.898
CRP/(mg/L) 2.21+1.84 3.08=0.79 0.362
¢Tnl/ (pg/L) 0.04+0.09 47.00=6. 70 <0.001
CK-MB/ ( pg/L) 1.30+0.77 132.06+93. 81 0.014
AST/(U/L) 21.60£13.22 160. 60+147.39 0.069
SCr/ ( wmol/L) 72.00£15. 60 69.80+7. 66 0.784
UA/ ((wmol/L) 346.20+72. 10 307.20+43.58 0.331
D-—F4E/ (mg/L) 0.27+0.20 0.51+0.29 0.176
LDLC/ ( mmol/L) 2.4520. 40 2.80+0. 80 0.413
HDLC/ ( mmol/L) 0.9410.14 1.16+0.52 0.408
HbAlc/% 6.12+0.72 7.00=1.07 0.165

L RPEHERAER,

A B C
6 b 6 a 8
AR I
B B B .l
x| . Xl %61
§ A: ﬁ o, ﬁ
- N © o4 ®e
Q . [ S N g 1
Q2+ $o :i: Q2r Hi 4afa, 3 ala
S 3 e Ayt SoL o A]a
2 st N c ®le i 22 o AAlaa
o.. A o o... A ..o .5. A AA
[ ] I
0 non-CHD AMI 0 non-CHD AMI 0 non-CHD AMI
D 5 E\ 6r b F 5r b
a B aa e
< . % < :
N4 - R -& " _@4— A
-‘ﬁ 4 '}H(\V"4— Al .HK{
Bal 5 . gy A ?l;
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- A [ee] °
<, . . g, e o
~ - o ° S - —_—
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% T :.31:.. ia 8 Ej_: s : 8 Tr :'::" ‘AAA
E ° 4 Aa |_0 ® ..0 I—O b
0 non-CHD AMI non-CHD AMI non-CHD AMI

& 2. IncRNA 7 AMI £8 . non-CHD 410 FhAI R % (n=20)
a }y P<0.05,b iy P<0.01, 5 non-CHD 41 I35,
Figure 2. Expression of IncRNA in the serum of AMI group and non-CHD group (n=20)
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% 3. INEARBRE HI— BRI R A R

Table 3. General clinical data for small sample verification

i H non-CHD 4H (n=20) AMI 2 (n=20) P

B 2ot/ B 13/7 17/3 0.144
ERE % 59.80+12.12 56.95+9.12 0. 406
MRS/ [ B (% ) ] 10(50) 12(60) 0.525
WG/ [ (% ) ] 4(20) 6(30) 0.465
W s/ [ (% ) ] 4(20) 12(60) 0.010
FI 4/ (x10°/L) 7.47+2.12 10.10+2.58 0.001

rh kLA (x10° /1) 4.92+1.85 7.58+2.93 0.001

FRZ AL/ (x10° /1) 0.50+0.17 0.58+0.21 0.206
W40/ (x10° /L) 1.88+0.52 1.82+0.89 0.787
NT-proBNP/ ( ng/L) 124.10+259. 39 649. 06+653. 63 0.003
CRP/(mg/L) 1.73£2.11 8.04+7.89 0.002
¢Tnl/ (pg/L) 0. 005 0. 006 16.370+16. 660 <0. 001
CK-MB/ (pg/L) 0.95+0.45 42.36+81.54 0.035
AST/(U/L) 20.25+10.42 52.40+31.84 <0. 001
SCr/ ( wmol/L) 81.40£21.22 79.75+14.71 0.777
UA/( wmol/L) 357.70+97. 86 363.30+80. 19 0.872
D-— 3K/ (mg/L) 0.35+0.26 0.48+0.47 0.281
LDLC/ ( mmol/L) 2.64x0.89 3.12x1.01 0.121
HDLC/ ( mmol/L) 1.030.19 1.20+0. 36 0.079
HbAlc/% 6.25+1.28 6.36x1.03 0.757

2.3 IncRNA n342721 5 T BaIhEEZVIHEX

AMI H 3 [k BE B ml 4 il ofin o 33473 51 kS, B bk
s RERT AL ( atherosclerosis, As) SR HAME A JF AP L 4
REYHN S 5 0% M 98 0E g | S8 I [ 36 o) 2
(reverse cholesterol transport, RCT ) #f 1fij fi¢ A& JE Al IfiL.
ERESHIKBEHUE As Z B EZHLH S T 40 fE
HEERRENM S5 As FIERL T, 5 AMI & 4E
K IRFEYIL

FATAELN LK 35 4L T 40 M0 )5 38 3 gRT-PCR
R IncRNA B9 2235, il 3A fros, 5 %F B8 41 4
e, T 40 B35 165 IncRNA n342721 2% S d ok, # 3
SilniE—2, PRtk FATHED M IncRNA n342721
ATRESRUE T T 4i L,

BT RS 1T IncRNA n342721 76 T gi i &
R W24 e FRATIARSMA EE IncRNA n342721 it
F3KM8955 7 A1 siRNA, F qRT-PCR A 5% Je s %,
24 MOI=50 B REFE UL T 4 i858 AT LUk 3] 90%
DI E(KEI3B) . i igis s, i R84 (LV-OE)
IncRNA n342721 #933k 23 FI % R 2 (PBS) Fil2
WA AR (LV-NC) B in 2y 31 5[ (31.710 =
2.610) It (1.000 +0.006 ), (31.710 +2.610) Lt

(1. 140+0.011) ,P<0.001; & 3C] ., FATHPL CD3/
CD28 HLpaREHTARTEAL T ik L 405 i i qRT-PCR
o I 240 i 4% SRE $8 B 11 40 i1 A 2 6 (interleukin-6, IL-
6) IL-10 AJEE SR FE H T o (tumor necrosis factor o,
TNF-a) 1 RCT $845HF X 324K B (liver X receptor 3,
LXR-B) ., ATP 454 & ¥ iz 1k Al (ATP binding
cassette transporter A1, ABCA1) [ABCG1 f}) mRNA 7K
SRR (3D, 5 X4 (PBS Fil LV-NC) #H [t
LV-OE #0124 I+ TNF-a . IL-6 mRNA 7K F-H & 7
5 (AR R 3E F) 4 B IL-10 (B 3G) il
RCT 845 LXR-B ,ABCA1 ,ABCG1 mRNA HH I [& A%
Oy AR 3H 1.])

et SiIRNA JTER IncRNA n342721 j5 K9, 5
siNC #H [, siRNAI, siRNA2 . siRNA3 3 u] i
IncRNA n342721 3R 3A, Horp siRNA2 41 il 80U 5
(B 4A) , FRATEEE siRNA2 FEAT)R L0598, 5%
HAZH (PBS Hl siNC) A Ht, siRNA2 ZH4E & [K 7 TNF-
o IL-6 mRNA 7K F- B 5 B A ( 43 51 % 2 (5] 4B . C)
W48 K IL-10 (& 4D) F1 RCT 4§ br LXR-B.
ABCA1 ,ABCG1 mRNA B & F+ =5 (43 5%t hj K] 4F
F.G),
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Figure 3. Expression of inflammatory factors and cholesterol transport factors after overexpression of IncRNA n342721
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Figure 4. Expression of inflammatory factors and cholesterol transport factors after silence of IncRNA n342721
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non-CHD #1160 5] AMI f85% IfiL i i i qRT-PCR 461
IncRNA n342721 )3k (A — MR L3 4)
WEs Ui, AMI B I IncRNA n342721 7KF-BH
5T non-CHD 41[ (2.37+1.97) H(1.56+1.58) ,

IncRNA n3427218%¢ %7K FE
w
T

0
P=0.014], &A1 BE 5 X I K 48 A5 52 IncRNA non-CHD AMI
n342721 AT R MZ KR Logistic 11154347 A 5. IncRNA n342721 #£ AMI A ,non-CHD 4
=3 F sk —
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Figure 5. Expression of IncRNA n342721 in the serum
of AMI group and non-CHD group (n=60)

AMI )R HEB VIR (R 5) .

F4. MA—WARLR

Table 4. Comparison of general data between two groups

miH non-CHD 4 (n=60) AMI 4 (n=60) P
B 2t B 30/30 49/11 <0.001
i % 60.05+9. 86 59.75+11.11 0.876
FEILES/[ (%) ] 34(56.6) 36(60.0) 0.711
BRI S/ [ (% ) ] 12(20.0) 22(36.6) 0.043

MRS/ [ B(% ) ] 11(18.3) 31(51.6) <0.001
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WiH non-CHD #H (n=60) AMI 4 (n=60) P14

FI4 i/ (x10°/L) 6.99+2.00 9.26+2.95 <0.001
FR kLA (x10° /1) 4.50+1.70 6.61+3.00 <0.001
B AL/ (x10° /L) 0.45+0. 16 0.60=0.23 <0.001
W AR/ ( x10°/L) 1.86+0.63 1.8220.82 0.786
NT-proBNP/ (ng/L) 234.97+506. 33 832.00=1 483.26 <0. 001
CRP/(mg/L) 3.35+6.59 7.13+7.65 <0. 001
¢Tnl/ (ug/L) 0.03%0. 15 14.88=+18. 17 <0. 001
CK-MB/ (pg/L) 1.16£0.71 35.09+76. 40 <0. 001
AST/(U/L) 20.36+7.30 44.48+34.79 <0. 001
SCr/ ( wmol/L) 78.45£20.32 84.1316.50 0.095
UA/(wmol/L) 355.98+88.91 393.58+97. 85 0.030
D-— 3K/ (mg/L) 0.39+0.40 0.53+0.45 0.015
LDLC( mmol/L) 2.72+0.81 2.90+0. 94 0.282
HDLC/ ( mmol/L) 1.120.27 1.03£0.30 0.085
HbAlce/% 6.19+0. 94 6.59+1.25 0. 056

R 5. 245 % Logistic [@3 4 #7

Table 5. Binary Logistic regression analysis

AR R ZHR T

OR 95% CI P OR 95% CI P
IncRNA n342721 1.30 1.05~1.62 0.018 2.21 1.10 ~4.42 0.025
531 4.45 1.95~10.18 <0.001 0.63 0.08 ~5.01 0.663
AR 1.00 0.96 ~1.03 0.875 1.01 0.89 ~1.14 0.921
o A 5 0.87 0.42 ~1.80 0.711 2.48 0.23 ~26.35 0.453
5 BRI 0.43 0.19~0.98 0.045 14.30 1.29 ~158.07 0.030
WA R 0.21 0.09 ~0.48 <0. 001 13.00 1.18 ~142.70 0.036
EEi)) 1.48 1.23~1.79 <0. 001 2.10 0.00 ~ 12 724.16 0. 868
rh Mok 4 A 1.49 1.22~1.83 <0.001 0.45 0.00 ~2 768.87 0.859
AN 57.14 6.50 ~502. 68 <0. 001 2 855. 14 0.00 ~7 322 261 0.291
WA 0.93 0.57 ~1.52 0.784 0.13 0.00 ~751.53 0.648
NT-proBNP 1.002 1.001 ~1.003 0.001 1.00 1.00 ~1.00 0.081
CRP 1.11 1.02~1.19 0.010 0.99 0.88 ~1.11 0. 857
¢Tnl 58.79 2.65 ~1305.48 0.010 819.36 1.83 ~365 984. 82 0.031
CK-MB 2.76 1.60 ~4.73 <0. 001 5.68 1.26 ~25.57 0.024
AST 1.09 1.04~1.13 <0.001 1.04 0.97 ~1.11 0.326
CR 1.02 0.99 ~1.04 0.098
UA 1.004 1.000 ~1.008 0.033
D-T ik 2.15 0.87 ~5.26 0.095
LDLC 1.25 0.83 ~1.89 0.280 1.34 0.35~5.16 0. 669
HDLC 0.32 0.08 ~1.19 0.090 0.01 0.00 ~0. 64 0.030
HbAlc 1.42 0.98 ~2.05 0.062

TR R AE
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