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[ ABSTRACT] Vascular remodeling constitutes a central pathological process in cardiovascular diseases, with its epige-
Long non-coding RNA ( IncRNA), as pivotal

regulatory molecules, participate in the modulation of vascular remodeling through intricate regulatory networks.

netic mechanisms attracting considerable attention in recent years.
This pa-
per systematically explores the functions of IncRNA in vascular remodeling, and further elaborates their regulatory roles in
key biological processes including endothelial cell function, phenotypic switching of vascular smooth muscle cell (VSMC) ,

and extracellular matrix metabolic dysregulation through multiple mechanisms such as epigenetic modifications, three-di-
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mensional chromatin remodeling, and competing endogenous RNA (ceRNA) regulatory networks.
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Figure 1. Core mechanisms of IncRNA-mediated transcriptional and post-transcriptional regulation
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